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umm 1 1 

#>6-e(75jtfST- (Sy-D^'^JV--/) t^^m±ii?M (disease-free) ^^LfzBM-^^h<Dm 

Wo 

2) ^#iB#trV >^^°gff^O^#^^'^;^-o/^ (nodePttt) (nO) fL^lgtw j3 V^T . ^#ff^5^ 
m7!}-h<Dmi:^ (5Y-F^)V-'f) tHjK ^O^^Mt:: i oTESUI"^ ^ t ^^^"Ci /i■^- 
pro-a lpha-1 type 3 collagen (PIIIP)> 
complement component Clr> 
dihydropyrimidinase-like 3 (DPYSL3)> 
protein tyrosine kinase 9-1 ike (PTK9L)^ 
carboxypeptidase E (CPE)^ 
alpha- tubulin^ 
beta-tubul in^ 

heat shock protein HSP 90-alpha gene> 
malate dehydrogenase^ 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

^ ; 

pro-alpha-l type 3 collagen (PIIIP)^ 
complement component Clr^ 
dihydropyrimidinase-like 3 (DPYSL3)^ 
protein tyrosine kinase 9-1 ike (PTK9L)> 
carboxypeptidase E (CPE)^ 
alpha-tubulin^ 
beta-tubul ino 

^ ; 

heat shock protein HSP 90-alpha gene^ 
malate dehydrogenase^ 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

umm 5 1 

^m^l^V y^m^^'^^^^^J:yl)^^fz (nodel^tt) (nO) ?L«lCi3V^T. 

AF058701/ DNA polymerase zeta catalytic subunit (REV3) . 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1)^ 
X15940/ ribosomal protein L31.^ 
Hs . 94653/ neurochondr in (KIAA0607) ^ 
M13436/ ovarian beta-A-inhibin^ 
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Hs.5002/ copper chaperone for superoxide dismutase; CCS^ 

D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3^ 

M80469/ MHC class I HLA-J gene> 

Hs.4864/ ESTs. 

Hs. 106326/ ESTso 

im^m 6 ] 

AF058701/ DNA polymerase zeta catalytic subunit (REVS) ^ 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin l)> 
xl5940/ ribosomal protein LSl.o 

m^M 7 ] 

■ ^mnK') y^m^(Om^^^ts:ii^':>fz (nodePttt) (nO) fL^^C^V^T, #fm^»ii 

Hs. 94653/ neurochondrin(KIAA0607) ^ 
M13436/ ovarian beta-A-inhibin> 

Hs.5002/ copper chaperone for superoxide dismutase; CCS> 

D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3^ 

M80469/ MHC class I HLA-J gene. 

Hs.4864/ ESTs. 
Hs. 106326/ ESTso 

m^m 8 1 

Hs. 108504/ FLJ20113/ ubiqui tin-specific protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 
Hs. 194691/ RAI3/ retinoic acid induced 3 
Hs. 1975/ TDRD3/ tudor domain containing 3 

Hs. 203952/ TRRAP/ transformation/transcription domain-associated protein 
Hs. 278607/ GSA7/ ubiquitin activating enzyme El-like protein 
Hs.429/ ATP5G3/ 

ATP synthase, H+ transporting,mitochondrialFOcomplex, subunitc(subunit9) isoform 

3 

Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 
Hs. 81170/ PIMl/ pim-1 oncogene 
Hs. 99987/ ERCC2/ 

exc i s i on repa i rcross-comp 1 ement i ngrodent repai rdef i c i ency, comp 1 ementat i ongroup2 
Y12781/ Transducin (beta) like 1 protein 
Hs. 104417/ KIAA1205 protein 
cl. 21783/ Hypothetical protein 
Hs. 112628/ Hypothetical protein: MGC43581 
Hs. 170345/ Hypothetical protein FLJ13710 
Hs. 53996/ weakly similar to zinc finger protein 135 
Hs. 55422/ Hypothetical protein 
Hs. 112718/ EST 
Hs. 115880/ EST 
Hs. 126495/ EST 

[ii^Tj 9 1 
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mmM 1 1 ] 
im^m 1 2 ] 

[ft*:® 1 3 1 

[if M 1 4 ] 

'i^mm<D7. ^ i; - ^ > ^':fr'So 
[if 1 5 1 

[fi*« 1 6 1 

if*:* 1 ~ 9 OV^-f lcffim<^«f5^=^-^-*-t't-^i^i*=^'&tf?L^<^t7t^^m<^ 

mim 1 7 ] 

if*:*i 6lsm<^W^^y ^urv^ ^^■t:'^^i^(7)-^^hWm^y ho 

[if 1 8 1 
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[ 0 0 0 1 1 

[0 0 0 2] 
[0 0 0 31 

V >^^°gp (axillary node) (DM^. ^ ^ VMiIi«#t^^^:^^^:? ^i"E R I^14(^?'L^M^t^ 

* ^ 1 - 2 ) o E R m\±mm ^ # o r ^ it^m'A l -r iwj c is 

K=^m3-4) o 

[0 0 0 4] 

S/c. 'J >^^°ll^te#<7)^lEv>fL^)Sm^ (nodel^tm* ; nO) 0^|^(±, ^#¥L;)®-i.#i':fe 
[0 0 0 5] 

%mB.^<D%^ik^^ik=fm\t. W(£mmx-^^rV ^^^y Y (adjuvant) Y^3»(0|g*^-e> 
[0 0 0 6] 

. f*SS^^:^-ftx-{45&-6-o/c (##fp:$:m6-i i) o 

[0 0 0 7] 

itf5T-^^<^^rn^^140^^ mmf^-Xmi 3) . BRCA2it{5^ (i^#lt« 1 4) , W 
TlitfS^ (##it3tmi 5) . HER2/neustf5^ (##1^1^:^ 1 6) . 23:mCi-67mf5^ ( 

[0 0 0 8] 

-If- V 3 >'RJS^#IIco pgr ^jS=^flJffi L/i^feT^^'M^^ tL. i i') 
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mi^=f-(D~m^mm^^^t^tir^mk-^^ ^uTu-(m (mh^y-fm) trntfi^hm^ 

[ 0 0 0 9] 
[0010] 
[0011] 

^>cc>{±^v^ (#^#fF:5:m 1 8 - 2 4 ) o -o(^^a^hLT. v y^mommmimm<Dm 
m2 5) o 

[#K^:icm 1 ] USP 5445934 

mffxmz] #pa¥ii-io8928-i- 

[#it:£m3] #r^l2000-78998-i- 
mf'fXni] USP5770721 
mW^mS] #112000-60554-^ 
[#lt^m6] #112000-270878^ 
mW:Scm. 7 ] #§32000-270879-^ 

[##K^«1] J Clin Oncology (2001) 19, 3817-1827. 
[##lt^M2] Breast Cancer (2001) 8,298-304. 
l$mWi'-XM3] J Natl Cancer Inst (1991) 83, 154-155. 
[#^#I^^m4] J Natl Cancer Inst (2000) 93. 979-989. 
[##at:fcft5] Clin Cancer Res (2000) 6,3193-3198. 
[##lt^M6] Cancer (1982) 50, 2131-2138. 
[4mW^M7] Histopathology (1991) 19, 403-410. 
[##K=:fcm8] Int JCancer (1996) 69. 135-141. 
[##it:5:ffifc9] Am J Clin Oncol (1997) 20,546-551. 
mm^XM. 1 0 ] Eur J Cancer (2002) 38, 1329-1334. 
mm^:^mi l] Jpn JCancerRes (2000) 91,293-300. 
[^^#it:fcM 1 2 ] Breast Cancer Res Treat (2001) 69, 65-68. 
mmWl'-XWil 3] Int J Clin Oncol (2001) 6. 6-12. 
lfm^:ScM. 14] Int J Cancer (2002) 198, 879-882. 
[#^#lt:5:ifcl 5] Clin Cancer Res (2002) 8,1167-1171 
mm^XM. 1 6 ] Arch Surg (2000) 135, 1469-1474. 
[#^#fp:fcm 1 7 ] J Pathol (1999) 187, 207-216. 
i^mW^m 8] Proc Natl Acad Sci U SA (1999) 96. 9212-9217. 
mm^Xm l 9 ] Nature (2000) 406, 747-752. 

[##lt^M2 0] Proc Natl Acad Sci U S A (2001) 98,11462-11467. 
{WWW:XU2 1] Cancer Res (2001) 61, 5979-5984. 
[*#l^^:S:m2 2] Cancer Res (2000) 60, 2232-2238. 
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I##l^^ftfe2 3 1 Cancer Res (2001) 61, 5168-5178. 

{$¥mnM2 4] Proc Natl Acad Sci U S A (2001) 98, 10869-10874. 

iWm^^M 2 5 ] N Engl J Med (2002) 347, 1999-2009. 

[0012] 

[0013] 
[0 0 14] 

•t^^t>ib. :$^^mii. &.r<D (1) - (8) (DMi^l^ m) -e^^o 

( 1 ) ?L«<7)#f»»Mtcr^^-r^jy.T<7)a«(D/j.-=& < 1 X^) f^^Mi^"?- ; 

^/^^^^cOitfST- (by-D^JV-f) tm^i^J^±.Mm (disease-free) ^^LfzB.^^-h <Dm 
-fST- (5y-Si5^;v-y) -ec^^iSMt^ ioTESU^^i i:)65T'i/cv-:;^?-itf51^ 

2) ^mWK') >^m^<D^W^j:^^':^fz (nodePttt) (nO) ^im^^^^^X. ##T#:5^ 

i>mi'n^Lfznom.mB.my!)-h(Dmu=^ {5Y-R^)v--:r) t5^&s±<Dmmm^^LfzB. 

^:d-h<7)mi^l^ (5Y-Fi?';v-y) t/J)^ ^CD§|^»lcJ:o-CESlJi-^.^i:^^^-Ci/^-7- 

pro-alpha-1 type 3 collagen (PIIIP)> 
complement component Clr^ 
dihydropyrimidinase-l ike 3 (DPYSLS)^ 
protein tyrosine kinase 9-1 ike (PTK9L)^ 
carboxypeptidase E (CPE)^ 
alpha- tubul in^ 
beta-tubul in^ 

heat shock protein HSP 90-alpha gene^ 
malate dehydrogenase^ 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3) o 

pro-alpha-l type 3 collagen (PIIIP)^ 
complement component Clr> 
dihydropyrimidinase-l ike 3 (DPYSL3)> 
protein tyrosine kinase 9-1 ike (PTK9L)> 
carboxypeptidase E (CPE)^ 
alpha- tubul in> 
beta-tubul ino 
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heat shock protein HSP 90-alpha gene> 
ma late dehydrogenase ^ 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

(5) ^It^tc; >'^N°gp^<7)^#;e)S;^^.o7t (nodel^tt) (nO) fL«tI:feV>T. #ff^^ 

AF058701/ DNA polymerase zeta catalytic subunit (REVS) > 
AI066764/ lectin, gal actosi de-binding, soluble, 1 (galectin 1)> 
xl5940/ ribosomal protein LSI. ^ 
Hs. 9465S/ neurochondrin(KIAA0607) . 
M13436/ ovarian beta-A-inhibin, 

Hs.5002/ copper chaperone for superoxide dismutase; CCS^ 

D67025/ proteasome (prosome, macropain) 26S submit, non-ATPase, 3> 

M80469/ MHC class I HLA-J gene^ 

Hs.4864/ ESTs. 

Hs. 106326/ ESTso 

(6) ^#jBf tci; >'/^°gt^-^<7)^#7:)5-^^-o/S (nodePttt) (nO) ILffitCjSV^T. tT^^"? 

AF058701/ DNA polymerase zeta catalytic subunit (REVS) > 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1)> 

xl5940/ ribosomal protein LSI. o 

(7) ^%0KV (nodePttt) (nO) M^CjSV^T. #ft» 

Hs . 94653/ neurochondr in (KIAA0607) . 
M13436/ ovarian beta-A-inhibin^ 

Hs.5002/ copper chaperone for superoxide dismutase; CCS^ 

D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3, 

M80469/ MHC class I HLA-J gene^ 

Hs.4864/ ESTs. 

Hs. 106326/ ESTso 

Hs. 108504/ FLJ20113/ ubiquitin-specific protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 
Hs. 194691/ RAI3/ retinoic acid induced 3 
Hs. 1975/ TDRD3/ tudor domain containing 3 

Hs. 203952/ TRRAP/ transformation/transcription domain-associated protein 
Hs. 278607/ GSA7/ ubiqui tin activating enzyme El-like protein 
Hs.429/ ATP5G3/ 

ATP synthase, H+ transporting, mitochondrialFOcomplex, subunitc(subunit9) isoform 

3 

Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 
Hs. 81170/ PIMl/ pim-1 oncogene 
Hs. 99987/ ERCC2/ 

exc i s i on r epai rcross-comp 1 ement ingrodent repa i rdef i c i ency , comp 1 ementat i ongroup2 
Y12781/ Transducin (beta) like 1 protein 
Hs. 104417/ KIAA1205 protein 
cl. 21783/ Hypothetical protein 
Hs. 112628/ Hypothetical protein: MGC43581 
Hs. 170345/ Hypothetical protein FLJ13710 
Hs. 53996/ weakly similar to zinc finger protein 135 
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Hs. 55422/ Hypothetical protein 
Hs. 112718/ EST 
Hs. 115880/ EST 
Hs. 126495/ EST 
[0 0 15] 

±IS (1) - (9) OV^•rfL:^^<7)stfS^/i^'^«$^^7'^DNA■7^^'^TV-f-e^i9. 
[0 0 16] 

[0 0 17] 
[0 0 18] 

[^H^^«1-S fci6<^*^cDm^] 
[0 0 19] 

DNAv n T V t?^tf1-'5) i j; I9 # fLfz i,(DX^^o 
[0 0 2 0] 

1 ) ai;^ h n-^r'> v^^y^ -Pttt(^?L«i'i5V^T. mA-^m^k5^iik\HK^tzVfz%mB. 
m^^^<^Mi^l^ (5y-D^'-;v-7°) t^^J^J.±ii?fi (disease-free) ^#LfcM#^^t) (^sl 
-fS^ (5y-Si5^;v-r) -g-'^l&^Wt^ i ^ -CESUi-^ i t * -atfe^ 

2 ) ^#iB# t:: V > /^°lff^<7)|E#75^'^ o (nodePM4) (nO) fL« ##ft&5^ 
mi^l::#^L/in0?L«m^^^^<7)itfS^ (5Y-R^'-";V--7°) i:5^iy.±60F^l!S^^# LfcM 
#;6-?5<7)jtf5^ (5Y-Fi5^;V-y) -eol&iiMt' io-CEglJ-f 'l.^ t^^'t?^/i-T- 

3) H^tm^t'isv^-C, ^m#«5^iiI.r*3t^^tL/ifL^am^)^^^OilfeT- (5D^-;v 

[0 0 2 1] 

:$^^§^(7)fL^CD#iti:^tl:-^ilH'M#i'-2' Af2?-^t±> Random-permutation-r h> Mann-Whi 
tneyT-^ ^ v^TcDNA-^-f n T V -f c^t"- iJ' 'IrffF'fffi-t ^ ^ t tci ^^■hfLfz^<DX^ 
a o {imfS^^iillfg ^ cDNA-7 n T V -T t ¥^»PCR*I^ ^: ^M.^^^-^'^^ 

[0 0 2 2] 
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pro-alpha-1 type 3 collagen (PIIIP)> 
complement component Clr^ 

dihydropyrimidinase-like 3 (DPYSLS), 
protein tyrosine kinase 9-1 ike (PTK9L)> 
carboxypeptidase E (CPE)^ 
alpha-tubul in^ 
beta-tubul in^ 

heat shock protein HSP 90-alpha gene^ 
malate dehydrogenase > 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 
[0 0 2 3 1 

m^lf. heat shock protein HSP 90-alphaU> ^ < (D^i-~'i£(Diy ^-^uy^^^r) , M 
mMO^-St^iSiM-t^^M^T!)'^^^ (Neckers.L. (2002) Trends Mol Med 8, S55-61.) o m 
alate dehydrogenase ti. UM.^Wm%^^iXmi<^i^^ l^fM-f ^M^^^mm 

-eabi-K malatedehydrogenaseOV§i4{±S¥±.1;fflia^)ffi<7)M^-^-*-t^W^1"^ (Ross, C 
.D. ,et al. (2000) Otolaryngol HeadNeck Surg 122, 195-200.) o NADH dehydrogenase ( 
ubiquinone) 1 beta subcomplex, 3 (NDUFB3) i± 5 h 3 > F V T<^m^fS3i^t'M LTiS 
> fL«i3]ia*T'*;|>MDA-MB-231lC:feV^TNDUFB3=^'^tfWO*-fe#:^'«-^^M-e*;i, (Xi 
e,D. ,etal. (2002) Int J Oncol 21. 499-507.) o 
[0 0 2 41 

±i2<7)M^tm«O#jti:^»Mt^§l#-r^l0iti5^t±^fi:<^.av^# (5S^';V-7') t 
^moMv^# (5Y^;V-y) t-^m^j:^^m^^L. lOilfS^O^ -^TitfS^ii^t^O^ 

v^W (5S^';v-7°) -tri%^iai-;&itf5^-tr^^o 

pro-alpha-1 type 3 collagen (PIIIP)^ 
complement component Clr^ 
dihydropyrimidinase-like 3 (DPYSL3)> 
protein tyrosine kinase 9-1 ike (PTK9L)^ 
carboxypeptidase E (CPE)^ 
alpha-tubul in> 
beta-tubul ino 
[0 0 2 5] 

±m(7)W.mi$im<^m^k^m'?mi Km^-t & iomu^(o ^ t.3itfs^i±^^^<7)Mv>?f (5 

heat shock protein HSP 90-alpha gene^ 
malate dehydrogenase^ 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUEB3)o 
[0 0 2 6] 
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10 0 2 7] 

) '(no) «t::i3v^T. w'i^'^^k'fwn'm^ir^wtmim-hmi^fi^&^Tmm^^M 

AF058701/ DNA polymerase zeta catalytic submit (REVS) > 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1). 
xl5940/ ribosomal protein L31.^ 
Hs . 94653/ neurochondr in (KIAA0607) > 
M13436/ ovarian beta-A-inhibin^ 

Hs.5002/ copper chaperone for superoxide dismutase; CCS> 
D67025/ proteasome (prosome, macropain) 26S submit, non-ATPase, 3^ 
M80469/ MHC class I HLA-J gene^ 
Hs.4864/ ESTs. 
Hs. 106326/ ESTso 
[0 0 2 8] 

±faonodei*tt?L^ffi<7)#»m^iij Km^-r ^ afs^ immmm<Dim. Mmmm 

m^'rzMi^l^:^^^tK:ho i5!lx.{f, galectin mmU^it^Mmir ^ ^ - ^ y ^ 
mWMm=?-'C^^ (AxelH, et al. (2003) Int. J. Cancer, 103: 370-379.) o tfz^ m 

[0 0 2 9] 

±t5<7)nodePt14?L-)ao#fm^»v|i] K^t" ^ 10jl{S^}i^m<7) ^v^if (5Y-F^'';v- ^ 
) h^mc7?^v>if (5Y-R^*;v-7°) t-e^>fe^l§?I^^L. lOitfS^cT)^ -^SstfEi^fi^ 

{i^lfjBf tinode^'tefL^S I' is T . tT»m^rllI M^-T * Bfe^PlS^iJ:*^ ^ tL^ ^^^O 

AF058701/ DNA polymerase zeta catalytic subunit (REVS) > 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin l)^ 
xl5940/ ribosomal protein L31o 
[0 0 3 0] 

±lSOnodePMm^^#Tf»m^Mi;M^-r ^ 10ilfS?-<7) d ^iMU^li^^k'^^^^^ 
(5Y-F^~;v-7°) -r^^^mA-r^Mi^^X-^^o ■f^^t)^^ ^f|H^(7)-^OM«{±nodePM± 
?L« is v> T . M M -^-r -5) K^nSB^'J ^f^O ^v^S^ ,^§|3Eli- ^ 

Hs . 94653/ neurochondr i n (KI AA0607) ^ 
Ml 3436/ ovarian beta-A-inhibin^ 

Hs.5002/ copper chaperone for superoxide dismutase; CCSs 
D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3^ 
M80469/ MHC class I HLA-J gene^ 
Hs.4864/ ESTs. 
Hs. 106326/ ESTso 
[0 0 3 1] 

i ^1 -t?. nodel*tt?L^<^^m:^ 3 T (PS) ^ mT<^ ^ n ?L«<7)##:^»iiJ \^ 

3 T (PS) = (ft^a^tcis^t^ JiiS<^^t^<^Mv^^-effi^|l1-^3itfei=-OjEm 
<t;L/c^iaj:b*c5^ft) - (?L«a^l^i3lt^-hlB<^^^^<^^^^^"^^^^-t"^7afei^ 
OlEM'fbLfc^mib^^^'^Wt) o 
[0 0 3 2] 
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^|§Bj!<75— oc7)iS;lti±, ji;^ > n > Ix-b -7" ^ - Pttt^OfL^ t^is #t 

Hs. 108504/ FLJ20113/ ubiquitin-specif ic protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 

Hs. 194691/ RAI3/ retinoic acid induced 3 
Hs.1975/ TDRD3/ tudor domain containing 3 

Hs. 203952/ TRRAP/ transformation/transcription domain-associated protein 

Hs. 278607/ GSA7/ ubiquitin activating enzyme El-like protein 

Hs. 429/ ATP5G3/ ATPsynthase,H+transporting,mitochondrialFOcompIex, subunitcCs 

ubunit 9) isoform 3 

Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 
Hs. 81170/ PIMl/ pim-1 oncogene 

Hs. 99987/ ERCC2/ excisionrepaircross-complementingrodentrepairdef iciency, compl 

ementat iongroup2 

Y12781/ Transducin (beta) like 1 protein 
Hs. 104417/ KIAA1205 protein 
cl. 21783/ Hypothetical protein 
Hs. 112628/ Hypothetical protein: MGC43581 
Hs. 170345/ Hypothetical protein FLJ13710 
Hs. 53996/ weakly similar to zinc finger protein 135 
Hs. 55422/ Hypothetical protein 
Hs. 112718/ EST 
Hs. 115880/ EST 
Hs. 126495/ ESTo 
[0 0 3 3] 

-r-^-Ch^. |^J32:m55^~^OE^J^M*h■f-(7)^ia^;ttffil8tt/&^'ab^ (Oesterreich,S. . et 
al.(1996) Clin Cancer Res, 2, 1199-1206.) o tfz. TRRAP®eK{iPS¥L«HAT^^#: 
<;^^-r^=.y TREAP(7)T>f--b>^KNA{±fL^SiaB&<^-^^ > 

[0 0 3 4] 
[0 0 3 51 

mm. is ^ ^ a is tt ^ t jt^ l . #it<E^^^ii»^^^-s: a hi co^^^iit 

(2) (1) C0^f^*^20st<Si^tCOV^T^fv>. >^tf-.M/&^'8;^m±^^{f> ^t^^B^i: 
[0 0 3 61 
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[0 0 3 7] 
[0 0 3 8] 

tcffiv^;g> i t^^^-C^i ;2)o ■t'&fc^^ 2^|&§gco— pgBO»fS^=lrv-5^;-m- 
[0 0 3 9] 

[0 0 4 0] 

uTU4i3^^~^K^o ^^X\ ^ItM-^-f nrv^OpM^^-^t'ov^rti. HulB^lt:^ 
ifc6 - 7 ^^Iffli-'So l-'&^t). ooi^ttli. ^ UT V ^ i^mmm.-^ ^ ^ 

[0 0 4 1 ] 

[«Jfe1?!l 1 ] 

[0 0 4 2 ] 
[0 0 4 3] 

?L«<7)m^lOA (5y-D) . RX/5^&.±<Dmmm^^VfzBs^lOA (5y-S) :6-<bi^#=lrS 

m.m.m.^zi5\^^x-wc^^fz mi) o 

[0 0 4 4] 
[0 0 4 5] 

[«1] 







mm 




•ttS'l 


SljS' ■ 


TNM 




TTD° 


f»M 






3281 


Neeative 


34 


Female 


a2 


T2 


Nib 


9 




3459 


NeKative 


64 


Female 


a2 


T4 


M3 


6 




3560 


Nexalive 


73 


Female 


a2 


T4 


Nib 


12 




3892 


NeMtivd 


62 


Female 


S2 


T2 


Mia 


21 


By-D 


3948 


Necative 


60 


Female 


a2 


T2 


Nia 


51 


4020 


Negative 


60 


Female 


a2 


T2 


N3 


28 




3654 


Neeative 


46 


Female 


a2 


T4 


Nib 


19 




4118 


NeKative 


53 


Female 


a2 


T1 


NIb 


21 




4462 


Necat ive 


34 


Female 


a1 


T2 


N1a 


24 




41?fi 




R1 




hS 


T4 


n:^ 


fi 




3656 


Neeative 


31 


Female 


a2 


T2 


Nla 


>60 




3197 


Neeal eve 


42 


Female 


a1 


T1 


Nla 


>60 




3662 


Ne eat ive 


58 


Female 


a2 


T2 


NO 


>60 




3241 


Negative 


47 


Female 


a2 


T2 


Nla 


>60 


5y-S 


3267 


Ne eat ive 


51 . 


Female 


a2 


T2 


Nla 


>60 


3329 


Negative 


60 


Female 


a2 


T2 


Nla 


>6Q 




3345 


Ne eat ive 


43 


Female 


a1 


T2 


N2 


>60 




3556 


gat ive 


59 


Fomals 




T3 


NO 


>60 




3558 


Negative 


57 


Femals 




T3 


Nib 


>60 








— i2 




ail 


„-I2 




m 



'a1: invasive Daoilbtubular carcinama e2: invasive sotld-lubuiar carcinoma. bS: souamous cell carcinomB. 
"TTD.:*tfiaa:3Etrr5^13«3!)M|ia<time to death after 8greery>Cfl> 

[0 0 4 6] 
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[0 0 4 7] 

(ESlJ^^Ji (Clinicopathological) 

>X(7)^^y:<-i^^m^fz:m.WiM. M««t^^»fl (tH^) . U >^^°SpP# (lymph n 
ode involvement) . RXf^r.^VuVyU^-^^- (ER) ffuVT.'TU > l^-^-f^ - (P 

gR) com^o mm^'Tm^mtB^(D$im^^ (i989) (Dm.m.^m^^^'^x^ ^ao^^-^ 

; noninvasivetubular (la) > invasive pap illotubular (al) > invasive so 
lid-tubular (a2) . invasivescirrhouscarcinoma (a3) . RXfi^C0^^^\i^£^4y° (b) o 

ict^oT^o^-f -/n^SLfc ; *:^-^-S7&^~2cmmTcom« (ti) . &mjn-^mm^<^ 

(t3) o 

[0 0 4 81 
(cDNA-7-f iJ' n T (^^■f'-if > tISfig) 

UniGene r-^^-y^yi^h L 7t25, 3U(D cDNAs J: !9 . " A 7 ^ K cDNA 

4^urU4 "*1f^L/Co ^^cDNAsi±fI^<75li h^^f 75^^^a'^$^x/cpoly(A)+RNA^4^ 
v^RT-PCR-t:-#]^$:jx/^o PCR^f^=Sr. ArraySpotter Generation III (Amersham Bioscienc 
es) ^j^o t: ^ -i' ~77co;^ ^ ^' K • J&'^X (AmershamBiosciences UK Limited, Buckingha 
mshire. UK) h Lfzo Kii. 3SA<D^^^ y^^- VMi^lr't^t^o 

[0 0 4 9] 
(RNA<^ 11^:5: Is) 

M#ir.fl-=^$^^f^li:t>tC-80°C-efeiti*l§L/io RNA^. TRIzoI (Invltrogen Inc., Car 
lsbad> CA, USA) ^^-oX^i^L. $ t::RNeasykits (Quiagen Inc.. Valencia. CA) =^ 

m^^^ tKX ^WMLfZo '^r^]^WM±. 1.8-2.0(Dm.%mit (260nm/280nm) 
5j^;VAT5 K^';vm^f7lcS!)±-e28S/18SU .i^~v'--7;i//t^ V-dn.S}ii±(Dit^^^ir ^-^^ 
•fJl'tl^X^^LfZo 1-3-— -7 hODNasel (EpicentreTechnologies, Madison, WI) (lun 

it/A«i) xmm^. mmmPttLx^mA-^^hmAozjug^m^^xTimiA^v ^ y-^Kx 

^RNAiiipS^^fo 7to ±i'liM^2|ltTV^, RNeasykits (Quiagen Inc., Valencia, CA) X\ 
iliS$tL/cRNA (aRNA) ^mULtZo #aRNACD* ^^^^gftt^ J: iOS L, ■^'D^aM'^^- 
;i/ A r 5 X^^j^y^ Vfzo 

[0 0 5 0] 

(aRNA<75 flit, ^^4^') r4'^~i^3yW7.^^^y 

V ^ ^ n T W ^5|ff OcDNA^ , aRNA^- h MWl L 7t o fimWlEmimM.^^^ h cOaRNA ( 
5—10 A«g) aminoallyl-cDNA labelingkits (Ambion, Austin, TX) ^'f£v>Cy5 (^1^ 
W) i:Cy3 (iE'^fie^) T»»L/io Gy3-i:Cy5-McDNA7°n -y^gr^-^L, 95t:-^5:53-iP 

7t7°n — '7"^, microarrayhybridization solution version 2 (Amersham Biosciences U 
K Limited, Buckinghamshire, UK) =lr50%I^^S<^*;^ A T ^ F (Sigma-AldrichCorp. , S 
t. Louis, MO, USA)tC'^ijnL/co l^m^^'^XCO^^^ f^) ^ -^-^y ^ y <D%.\^. -^-^ ^ 
nrv^^^'f F*, *|0t;ixSSCi:0.2%SDStC ioT, 10^F^55'C-e^P-L, >k^^X2m 
0.1xSSC/0.2%SDSt?#l^FH^^yat:"^^L/io ^TcT^j^JlJi, AutomatedSl ide Processor 
System (Amersham) X^ff^fz^ r-f -If- v a y (D -y^f i- . Gene Pix 4 

OOOA (Axonlnstruments, Inc., Foster City, CA, USA) "CJ^^^-Vi^L, Gene Pix 3. 
0 (Axon Instruments) t?:9^5feM^iS I' i >9 ML Tto J^^^ V$tt/iv'^/•:^;^=gr, ]>XT<D 
XW.%^M(0^'^ (thetotal gene normalization method) X^m.it\^fz (Yang YH, Dudoi 
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t S, Luu P. et al. (2002)Nucleic Acids Res 30,el5; Manos EJ, Jones DA. (2001) Can 
cer Res 61: 433-438) o 
[0 0 5 1 ] 

^/N-^":^'; ^^-tr — ~>3 v^■:^;V5i;K*. Gene Pix Pro 3.0 (Axon Instruments, 
Inc. . Foster City> CA. USA) Kl^ '3m'A^'WmLfzo « ^ =J >- > n - )vm<Drmm 

-li>^'stf5^co2p±&'fb$tL/;Log (Cy5 : Cy3j:l:^) It^uX^h-ofZo 2im<D^^^ 
\L y ^'^ stfE^ \t , Web -9- -f h http : //www. nhgr i . nih. gov/DIR/LCG/ARRAY/expn. html <^^^ 
x^-t:>^5^/^°^wV/&^lbML7to ^•^^iJ^nr V-f T.^'f Kt^^v^T. (S/N) ib^T) 
5& y h :f7{it=^3.0t:f^^L/ia ^LT. Cy3tCy5<7)->i^-^;v5^;K/&^\ y h :t ^-fl J: i9 

[0 0 5 21 

(Mann-Whitney -r^ h) 

Sy-DtSy-SMSra^-e. ?5 ^^liS^^ L/tafST-=l- Wi"* Mann-Whi 
tneyx^h*. —M(D^yy')Vl\z':^m\^fZo Xti. ^ilfSi^:^:^)^^^-^- > 7°;K^Cy5/Cy3-> 

(OnoK. Tanaka T. Tsunoda T, et al. (2000) Cancer Res 2000; 
60: 5007-5011) o ViU^. mV)^^-rf<D'ptj:ih^b^y':f')V'^^'E-^£^yVi-J\^-^^'kfz 

fz. mmt. ^X{ittr^-c?<^3lf5^co. 5y-D:5'';V--7°t::M-r^5y-S^';V-y^lt#LT 
v^:i)CDT\ 23J: '){g:V^U{ilii, Sy-D^";!/- ■7°t::J:b-<:5y-S^';v- 7°lci3V^-C,%^?ai-^ ^) cO 
i:Mb/Co \^ii-\^^j:ii^h. 77 J: >&miS^#ojlf5T-t±. Sy-S^'';^- •7°tCj:k-^5y-D 

;v - i3 r ^^31i- ^%i<DhWm\^fzo i J: Ji, t . ISSiitfe^- /{i^^5y-S ^ ;v 
-7°t:^^^mLT:i3 19, 31ilfS^^^~5y-S^';V- 7°-effi^il LTV^fCo Lfc:*^~oT, 2o<7) 
^^';v-7°^i?co4'r^flitjiS75^'2^J^J.±(7)M^^^i-mfE^<7)<;z^:Sr (;«XD/;/XS i 0.5^;& 
VM± > 2.0. ^XDt yt/XS/^i^'-etL-e^tLSy-D^^ v^i5y-S^*;i/-7°(7)^:^Xjit^73^-r) iKfi: 

Ma<^atfs^t^^L^^o -g-*?)^^. ^tis-eiiostfSi^^&^'Mtm/co -e-oa t-Qoat-fs^^^s 
y-DM»S^-^^v^ v^;v-e|Rl?l LTi3 19 . 20«'f5^^^5y-SM»f^-e;g5v> i^^;v-e^^ Lt 

[0 0 5 3] 

(Randoin-permutationT"-X h) 
$ ^iCMann-WhitneyT";^ Y\ziioXm^^f^fzllQM'^^<^iM'^WM-t^fzib\Z^ per 
mutationT^v^ h ^^f oTto ^ LT:?^-;^- ^M^t^iPmi-^stfS^fT) pXm. Ps. i^^fz% 
^L/co #atfE^^. ^il-<^^-v (g) - (XI. X2. — . X20) iXUtmJ]<D^y'f 

i5'->{ic= (ci. c2 . — . c20) {mu(D^y^)vi}^^-xmv)\'-'f\zm,-t^ii^Ki- 

^)ci = +lXtiOt >&^) xmM^fi^o 

it-fS^t ^';v--7°MMPgcFHl^ffir^{±. ^<75± 9 t^S«^tL/c : 1-5^:^-^. Pgc = ( 
fxs-fjLXi) / (as +Sj) ) ;/us (/ud) tds (do) ti. Sfm^fett^tv/cS ( 
X{iD) i^;v-7't'i3V^r. ^■^yf}^y<7)mMiS:=?- "g" «^log2X<^^S!i'(i^^7j^-t-o 
permutationx^^s h ii. c AtL^x ^ ^ t J; t9^f ofco i--<TOpermutationF^ 

-effiMlt. Pgc=^ft#L/io ^ tL ^ (75^111 i± 10000 [SI :b '9 It ^^^LtTofc o iPl^t'. 2 

'5.itfS^C0■n^tgtt=&^t-p'^fi/^)^ ^il^§afcllOilfE^<7)#^ lcov> 
-CfFfffi^tL/^o Mm^i^. 5y-D<>--;5^T'lft§imi-^^7imfS?-i:> 5y-S<^ - ^ t^te^ia-t 
'l.lSitfK^'SrSglJLfco 
[0 0 5 4] 
(#^* (Semi -quant i tat ive) RT-PCR) 

RNA (2/^ g) DNase I (Epicentre Technologies. Madison. WI. USA) Xi&ML. R 
everscript Ilreversetranscriptase m^^MiW). i^U. 0*) tt^:^ (dT) 12-18 
•fy^-^-^^^XM^mcMk^M^^^^-^-^o #SScDNAsii. 3 > h n t LT 
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GAPD (glyceraldehyde-3-phosphatedehydrogenase) <D^^^^—'$' U > ^irh d t J: 
i9^OPCRiii|iSC0fci6t::^ffiPS^^f ofco #PCR{±. Gene Amp PCRv^^ -r A9700 (Applie 
dBiosystems. Foster City. CA. USA) V^xPCR^^" 7 T -30yu 1 fit:\ \>Xr(DK)B^ 

#-e^fofc ; 

94°C5^. 

(94t:30#\ 60°C30^3'\ 25.r^72°C30^) ^25-35-9-^ ^ ;Vo 
RT-PCRt3 o y° 9 V - sa^ij -e ^ :5) : 



SB^iJ#^3 

@E^iJ#-i-4 

se^ij#-^ii 

IB^iJ#-^13 

iB^J#^16 

SE^iJ#-^19 
iB^iJ#-^20 

@B^J#-i-23 
@£^iJ#-^24 
MB^!I#^25 

SB^iJ#-^26 
@B^iJ#-^27 

iB^J#^29 

@B^iJ#-i-30 
@B^J#-^31 
@B^iJ#^32 
i£^ll#-^33 
IB^iJ«-^34 
SB^J#-t35 
S£^iJ#-^36 
SB^iJ#-^37 

@B^iJ#-^40 
iB^!j#-^41 
IB^J##42 
[0 0 5 



GAPD (control) forward, 5' -GGA AGGTGA AGG TCG GAG 
reverse, 5'-TGG GTG GAA TCA TAT TGGAA-3' ; 
Hs. 108504F, 5' -ACA CTT CAT CTG CTCCCT CAT AG-3' 
Hs. 108504R, 5' CTG CCT AGA CCT GAGGAC TGT AG-3' ; 
Hs. 146550F, 5' ACT GAG GCC TTT TGGTAG TCG-3' ; 
Hs. 146550R, 5' TCT CTT TAT TGT GATGCT CAG TGG-3' 
Hs. 76607F, 5' AAA TCC TTC TCG TGT GTTGAC TG-3' ; 
Hs. 76607R, 5' CAG TCA TGA GGG CTA AAAACT GA-3' ; 
Hs. 1975F, 5' GAA GAC AAC AAG TTT TTACCG GG-3' ; 
Hs. 1975R, 5' ATG GTT TTA TTG ACG GCAGAA G-3' ; 
Hs. 203952F. 5' AGG ACA CGT CCT CTCCTC TCT C-3' ; 
HS.203952R, 5' TAA AGC TAG CGA AGGMC GTA CA-3' 
HS.278607F, 5' CCT GCC CCG ATA AAAATA TCT AC-3' 
HS.278607R, 5' TCC CTT CTG TTT CCTCAG TGT TA-3' 
HS.429F, 5' TTG ACC TTA AGC CTC TTTTCC TC-3' ; 
HS.429R, 5' ATA ACG TAC ATT CCC ATGACA CC-3' ; 
Hs. 75305F, 5' ACT TTC AAG ATG GGACCA AGG-3' ; 
Hs. 75305R, 5' ATA TAC ACA GAA GCATGA CGC AG-3' ; 
Hs. 81170F, 5' TTG CTG GAC TCT GAAATA TCC C-3' ; 
Hs. 81170R. 5' TTC CCC TGT ACA GTATTT CAC TCA-3' 
HS.99987F, 5' CTG AGC AAT CTG CTCTAT CCT CT-3' ; 
HS.99987R. 5' GTT CCA GAT TCG TGAGAA TGA CT-3' ; 
Y12781F, 5' ACC ACT AAC AAC TGT GGGATG G-3' ; 
Y12781R, 5' CAA ATG AGC TAC AAC ACACAA GG-3' ; 
Hs. 104417F, 5' CCC CCT CCA CCT TGTACA TAA T-3' ; 
Hs. 104417R, 5' GTT TTC GTT TGG CTGGTT GTG-3' ; 
C1.21783F. 5' GTC TGA GAT TTT ACTGCA CCG-3' ; 
C1.21783R. 5' GGA TGG AGC TGG AGGATA TTA-3' ; 
Hs. 112628F, 5' ATT GCT AAG GAT AAGTGC TGC TC-3' 
Hs. 112628R, 5' TGT CAG TAT AGA AGCCTG TGG GT-3' 
Hs. 170345F, 5' TTC TTA GGC CAT CCCTTT TCT AC-3' 
Hs. 170345R, 5' GCA TCT GAA TGT CTTTCT CCC TA-3' 
Hs. 53996F. 5' CCA TAG GAT CTT GACTCC AAC AG-3' 
Hs. 53996R, 5' ACT GGG AGT GGA GGAAAT TAG AG-3' 
HS.55422F, 5' CTA ATG TAA GCT CCATTG GGA TG-3' 
55422R, 5' CAA ACT GCA AAC TAGCTC CCT AA-3' 
112718F, 5' AGG TAA CCC AAA GTGACA AAC CT-3' 
5' AAG ACT AAG AGG GAAAAT GTG GG-3' 
5' AGG GCC CCT ATA TCCAAT ACC TA-3' 
5' TTA AGT GAG TCT CCTTGG CTG AG-3' 
5' GAT CTT TCA AGA TGAGCC AAG GT-3' 
5' AGT CAT TCA GAA GCCATT GAG AC-3' 



T-3' 



Hs 
Hs 

Hs. 112718R, 
Hs. 115880F, 
Hs. 115880R, 
Hs. 126495F, 
Hs. 126495R. 
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/Co <>";V=^Spot Density?*-eT">^~3^;V|lft^av;^7"A (Alphalmager 3300 ; Alpha Inno 
tech. San Leandro. CA. USA) Iry^.^-r > LfCo ^^^yVm^TuiMM^m^l-. ^<^^' 
m^im (IntegratedDensity Value) t^mLfz^^ ^ ^)V^m{l&<^l^^^) "t^f^o ^if 
;v--7°tci3lt^IDVOMMoE^i4^^ Student's t-T-X h trfp^ L/^o -^Olt:^. t-x 
j:^ h tr0.05mT(7)p{S^^L/i20itfSi^=^f^«t LT31*RL/^ (^2) ; i-^fc^o"^. Slt2 
Oil nil 1^ ^ ;V {± , 5y-D ;V - 7° ^ V ^ T 5y-S ;V - 7° M b "C t:: 1^ # ^ o 

K"^7to -eol^. ^•i?->7";K:D^3SV^;Vy&520-9->7°;K7)5pj4,|lil^^;i.J; 

■t-<TcO20ilfS^<^.'±i;^'^HtLfco 8,'^JiUicO-9->-/;KDm^{±. ^v^^f^(^ 

[0 0 5 6] 

(^fi:^ n T U > V 7- A (^20f^«mf5^) 
[0 0 5 7] 

HsyAoeefion No. fftU; 

Hs.lCeSOd FL J20113; (ibtquilin<sp«dfie prctaastt eluMn 1 

Hs.l4eS60 MVH3: myasln,haawypol>peptlde8, nen-musds 

Hs.l3iesi RA13: reiinoteMd Induced 3 

Hs.1975 TORD3:iudorclomalnconl3lr4ng3 

Hs.203St52 TR RAP: translormaHon/trsnseflptron domain-asodated protrfn 

HS278607 GSA7: ubiqiitin activating enzyme E1-ltk« pra(«n 

Hs429 ATPSC3: ATP synthase, H+ transporting, mttoehendrlal FOei>mple«,subunlt c (subunilS)lserorm3 

Hs,7SS05 AlP:3r^l h^'drocarbonreoaplor Interacting pr«t«in 

Hs,81170 PIMl- plm-1 oncogsne 

Hs.99987 ERCC2: nxdslon repair cro^-cempl«manllnorodftnt repair dofloIanoy.compleiiMntaUon group 2 

Y1Z781 Traniducin (beta) It be 1 protein 

Hs.1CUd17 KIAA'1205 protein 

<A2.rm3 Hypothetical prctdn 

Hs.11262e Hypothetical protein MQC'ISSS't 

Hs.-ITOSIS Hypot hetl cat protein Pl^13710 

Hs^399e v^eaklysi^1llartodnefI^o•rprote1r>1^5 

Hs.S5i7Z Hypot hetl eal pretoin 

Hs.112718 EST 

HS.1-I5880 EST 

Hs.1264a5 EST 

[0 0 5 8] 

L. nW^^\^^M\^'C\^^2>ld>m'R=?-^mh-b^K\^fZo 5y-D2:5y-Si^-";V-yFHl-C^;fe;5)^ 
^^7^-^^U=^^n^-t^fzt>\i~s v^^nrv-f <7)7'-i5^*. Mann-Whitney-r;^ h iiRa 
ndom-perrautation'T h J; l9 ^5*WL/Co 

^comW:. 5y-DM«t^i3V>-C^71it<g^ (10 EST hMi^' ® ^ n - K LTV^^9it 
-f5^^#tf) 75^ *aLTffifliac0i5'';U-7l'^Sl$tL/^o itLtc^tLT. ISstfS^ (3E 

sT^^tf) «aL-cfg:^m<^i5''-'v-yic^s$tLfc (mi) o 

[0 0 5 9] 

-g-tf ; matrix metal loproteinase 2 (MMP2) . heatshock protein 27 (HSPB K Pim-lonc 
ogene (PIMl) ^^/transformation/transcriptiondomain-associated protein (TRRAP) 

o 

5y-Di5'*;V— ■7°"t:"fg:^ili"^m'f5i^ii, HLA-C (major histocompatibility complex, clas 
[0 0 6 0] 

^^^U'^ ( Hs. 108504 . Hs. 146550 . Hs. 194691. Hs.1975. Hs. 203952. Hs. 278607. Hs. 
429 . Hs. 75305 . Hs. 81170 . Hs.99987 . Y12781. Hs. 104417. cl. 21783. Hs. 112628 
. Hs. 170345. Hs. 53996 . Hs. 55422 . Hs.112718. Hs. 11 5880:S.?>Tis. 126495 ) . ^^fiR 
T-PCR \zX^xmT&.U=?'(D^m\y^P'^^^fZo ^(D^^lt-r^ ^UTU4 <Dr-^ t — 
ifcL. 5y-Di:5y-Si5^;V--/=lrEglJ1-;|,/ia60^ft^fi<j*^«=^^LTV^7t (ft^fi^J^T^- 
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[0 0 6 1 ] 

(2) 1 /.D - /.s Un.OJ^J^Ttr^^o i^t:>D (/is) ti. 5y-D (5y-S) c7)<5r-7.X' 
[0 0 6 21 

^ . i^^^ 5y-D ;v - T' t 5y-S ;v - ^ t EgU T&^-e ^ "7 - 

— 3l:fSi^^l^^i"^7'c*6twMann-Whitney -r^^ h i:Random-permutation7--X h ^tTo:^o 

^ r 4 m-^^^ . #^»RT-PCR^It t:: £ 19 It fg L fz o Student ' s t- x 
htcj;i9. 20ilf5^^^m'7-:*-^:L-CMSUL/i (^2) o 
[0 0 6 3] 

^^BjcOi^fii-^^^T (PS) 13 i^), 20A«O,S,^=^. ^t^^St^PJ^^x^lOA (PS^ni 

100%(^iE?i$tCi3V>-C#|It±7&^^^^'^^^^l-7^: (1113 A) o 
[0 0 6 4] 

:$:^0^<^^t^^ V >'i5'"'>'^7"A^j^v^, jIJnS^Ml'ov^Till'^fc (I113B ) o 
^Kv^xAii, 2^-^ (PS > ii;m#TD-i. RmTi-2) 3^-X (PS 

<li;m#TD-3. TS-1. 25:C/TS-2) -eM^^m^^vIO L/co ^m;^::rTU>^^ 

imtm 2 ] 

[0 0 6 5 ] 
[0 0 6 6] 

(a^-y-^T'jv) 

odePM4 (nO) m^BM (5Y-R) 12A> S:r/5^J^JiOPBm«fe# (5Y-F) 12A 

> Ymm^k'Sinfzo 

[0 0 6 7] 

(E^I^^)^S-r-^) 
[0 0 6 8] 
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[^3 1 













m (mm) 


T 


N 


M 




ER<+/-) 


PbR(+/-> df.i"^ 


n-\ 


55 


Post 


a2 


Rt 


25 


2 


1a 


0 


li 


+ 




12in 


R-2 


50 


Pre. 


a3 


Lt 


25 


2 


la 


0 


II 


+ 


+ 


16m 


R-3 


42 


Pre. 






25 


2 


0 


0 


11 


+ 


+ 


49 m 


D-A 






a3 


Rt, 


35 


2 


0 


0 


II 


+ 




20m 


R—5 


38 


Pre. 


a2 


Lt 


30 


2 


0 


0 


II 


+ 


+ 


52m 


R-6 


61 


Post. 


a3 


Lt, 


34 


2 


0 


0 


il 






1 4m 


R—7 


54 


Post 


b3 


Lt. 


30 


2 


0 


0 


II 


_ 




ZAm 
25m 


R~8 


37 




a2 


Rt 


23 


2 


0 


0 


11 






R-9 


54 


Post 


a3 


Lt 


25 


2 


la 


0 


II 


+ 


+ 


47 m 


R-10 


83 


Post 




Rt 


28 


2 


la 


0 


n 


+ 


+ 


38m 


R-11 


62 


Post 


^« 
a2 


Lt 


23 


2 


Q 


0 


n 






40m 


R-12 


50 


Post 


a3 


Lt 


35 


2 


Q 




II 


_ 




25m 


F-1 


48 


Pre. 


a2 


Lt 


18 


2 


0 


0 


II 


+ 


+ 


8Y 


F-2 


62 


Post 


a2 


Rt 


25 


2 


0 


0 


II 


+ 




8Y 


F-3 


57 


Post 


a1 


Rt 


20 


1 


0 


0 


I 


+ 


+ 


7Y10m 


F-4 


61 


Post, 


a2 


Lt. 


30 


2 


la 


0 


II 






7Y2m 


F-5 


42 


Pre 


a1 


Lt 


12 


1 


la 


0 


I 




+ 


7Y11m 


F-6 


51 


Pre, 


a2 


Rt 


28 


2 


la 


0 


II 






7Y10m 


F-7 


59 


Post 


a2 


Rt, 


40 


3 


0 


0 


II 






7Y5m 


F-8 


57 


Post* 


a2 


Rt 


45 


3 


lb 


0 


II 






7Y5m 


F-9 


42 


Pm 


a1 


Lt 


48 


2 


la 


0 


II 




+ 


7Y3m 


F-10 


58 


Post 


a2 


Lt 


13 


2 


0 


0 


II 






7Y3m 


F-11 


50 


Post 


a2 


Lt 


25 


2 


0 


0 


II 


+ 


+ 


7Y8m 


F-1 2 


55 


Post 


a1 


Rt. 


35 




0 


0 


II 


+ 


+ 


7Y5m 



^ al : invasive papi llotubular carcinoma^ a2 : invasivesolid-tubularcarcinoma^ a3 
: invasive schirrhous carcinoma 

" D.F. I : ^^L^V^^^ (disease free interval) 
[0 0 6 9 ] 

{^u0kMM (Clinicopathological) 

«^!ll-e|B^ZliLf^#•&-elSlm^a/^°7^-^^il^7^^o M^fi*Ji^l^- Kf±, Elasto 
nand Ellis (Abrams JS. Breast Cancer2001; 8: 298-304.) (Dl^mK X ^WUVfZo V 

MX±M^-f^m^. l^'lltMLfc) o mW&m (Fatinvaslon) ^^n^O^I^'&J&^-e 

[0 0 7 0] 

(cDNA^ i7Xirv4 (DmM) 

25,344<7) cDNAs^:^" •t-^> " A 7 K cDNA-^ n T V -1' ^ h (Amer sham Bios 
ciences UK Limited. Buckinghamshire, UK) "^^jgfflL/Co VQSM^^i. ArraySpotter G 
eneration III (Amersham Biosciences) *ffiv^, ^ ^ -flify 7.::^'7 ^ Y (AmershamBios 
ciences) _tl-;^>f?y h L/Co 
[0 0 7 1 ] 

[0 0 7 2] 

[0 0 7 3] 

(Mann-Whitney 7^.X >) 

^MW^^ V ;v - zrm -e^ ^ ^ * ^-titfs^^ ^m'^-f^fz^^-^ iE*l,<b L fz v 

— ^(7)XtcM$tL/iMann-WhitneyT->5. h J: i^^^W'Lfco ^^l-eXli. #mfe^ 
^#M#l'OV^T<^Cy5/Cy3signal5ijKj:l:-e^'^o 2o<7):J^;V- -/Wt?. l&m5i;Kl'^ V^T 
2'f§J!^Jv±<7)MM=^^-r*^5^^^®^^-o 3.0J^J.TO~>^5^■:^;^-^^^'Jt<50atfe^{i::$3-^:*^^> 

V^U'lit=lr#Oit<5i^{i, 5Y-Ri^;V-"^t-J:b^T5Y-Fi5^JV-7'-^, ■^^'^■f h h^MX^fz ( 

miiE^ 2004-3085952 



#11 2004-048593 



^--J : 16/ 



^ ;v - ^--c. ift^ii-r t Bf $ (Hz: p& -r U - ) o 
•^(7):^-&i:\ H— -tr78Jt'^S?-^ ^^^xn'V -t:-55stfe^ *|WI^L/io_'?-^ 

^at/i (//Xr//^Xf <0.5afe^V^}±>2.0. iiT'/iXR A'XFli. #5Y-RX(i5Y-Fi^';V- 

v^l&Sa V ;w ^ ^ L . 34itfSi=-7&^'5Y-RM« tr ^it v^^JI V ^ ;v =lr ^is L o 
[0 0 7 4] 
(Random-permutationx^ h) 

Mann-Whitney t^X h nfcit'f5^<^'fffi'lit=l:fF'(ffi1"^ ^-^6 tc, permutation TTs h 

^^TV^. ^L-C^S*R^^xfciti5T-(7>^-;v-7°M^ (Ps) ^(omm^^^^h-^m^^^fz 

0 ^iS^^iJ^-v (g) = (XI. X2, . X24) {\ii)^^yy°)V(DmJ^(D 

^-:^^sc= (cK c2. . c24 ) (i^?->-/;V7&^T:;5-R^';V-'7'tcMi"^55^trci = +lX 

ilfS^^: ^"';v--7°^MPgcPBlOffiPt±. -i^^t^ J; 9 : l-'fe^^t.^ Pgc (;/F 

+;£/R)/(sF+sR) ; /.F (/iR) t sF (sR) {i. ^J^t/c" F" Xt± "R" 

isv^T. ^ g" <7)iog2X<7)^M^^7iNi-o 

permutationr-;^ h (i. c oM^^XtL^x.^ ^ h trj; o T^fT^c^tLTto -^-^TCDpermutati 
on<7)fHl^'. >f=a5l'ffi. Pgcs*ft#L7to 1^(^^)111 {±1000013. ^ 19 LTtT;b:|X/io 4^ 
Sli. 2oOi>';v-y^^ai--2.itfE^<DRrtgtt^Bf^1-^P'fit/e'^ ®l^$tL/c58ilfe^<7) 
^ ^ (75 i6 tcfp-fffi $ o 
[0 0 7 5] 
(#^»RT-PCR) 

RNA (5/i g) DNase I (Epicentre Technologies. Madison. WI. USA) (lunit/^ 

1 ) T-^Skaf^. Reverscriptll reversetranscriptase (fD^^^(*). -KW.>. B^) tO. 
5/.g//.l oligo (dT) 12-187'9^^-=^«oT#»cDNA*jtte^$-ii:f>:o -i-IIcDNAsO# 
li»=^. fifi^^ ^ h n-;vt LTGAPDH^^^-^ V ^ 1 J: «9 . ^^^pCR^ite 
CD/ci6{;#fiL/io ^TOPCRti. GeneAmp PCRvX't-A9700 (Applied Biosystems. Fost 
er City. CA. USA) =^fflv^ IxPCR^'^^-;' ^ T -30// li-emT<7)R)£^ff 13 J; I9 o ; 
94°C2:g'. 

(94t:30#. 58-62*C30#. :S:tJ*72t:30#) ^27-35-^f 
72°C5^o 

GAPDHORT-PCRO fz^(Dy° 4 - IB5"'J (± J^T "C : 
@e^iJl=-^43 (forward) 5'-TGG GTG GAA TCA TAT TGGAA-3' 
IB^J#-i-44 (reverse) 5' -GAA AGG TGA AGG TOG GAGT-3' 
[0 0 7 6 ] 

(*^»PCRco7°^-f7- (Mi/;v--7°-e^ef&il-r^stf5^) ) 

[0 0 7 7] 



ttJSE^ 2004-3085952 



#11 2004-048593 



17/ 



[«4A1 



Ac/HS 



Forward 



Reverse 



M90439 

AF047472 

Hs.1 18251 

D261 25 

Hs.8619 

X16135 

Hs,9006 

Ml 8963 

X07979 

AF018080 

Hs.58464 

S79867 

J02854 

Z35309 

Hs.83097 

Hs.79137 

Hs.4864 

Y00052 

Hs.5002 

U43519 

Hs.94653 

X51441 

Hs.1 08623 

Hs,5318 

Hs.69469 

AA777648 

Hs.1 061 31 

X54079 

AI041182 

AA1 48265 

Hs.4943 

Hs.1 06326 

Ml 3436 

X99920 

022970 



mm^^Ab CCAGACATCCATGGTACCTATAA 
BB5l)l&-5*47 CTGTTAAACAAAGCGAGGTTAAGG 
5B5lJS-5^49 GAGACATAGGTCATAGGCACACA 
SB?lll|-^-51 TCCGCCATATTGATTCTGCTTA 
GATAACAACTGGAGGACATCCC 
IB^]#-5^55 GAGAAGGATGGGTCCACCAGT 
IE^lS-5^57 ATTTCATTGGTAGTATGGCCCAC 
S-^-59 GCTCAGACCAGCTCATACTTCAT 
@B5lJfg|-?§-61 CTGGTGCTTTCTATCACCTCTTC 
SH^IJ ^-5^63 CTTGAACCCAGGAGTTTGAGAC 
SE?lJS'5^65 OTGGTGCTGAGTATCCAGTTGA 
SB?ljS*67 CTCTTACCTGGACAAGGTGCGT 
iB511S-'^69 CAATGTTTGACCAGTCCCAGA 
m^m^7^ GGACAGCAGCTGGAGTACACA 
SB51JS-^73 GGCTCTGCACTAAGAACACAGAG 
K^J#'5|*75 TGGAGCAGTATGACAAGCTACAA 
SB^JS-5§-77 TAAGTAOTTTCCTGTGGGTCGOT 
i35»JSr-^79 GTACTATTAGCCATGGTCAACCO 
S351J#-^81 ATCAGTACGGGGACCTTACAAAC 
BB51J?|-5§-83 TCCCTAGCTTCCTCTCCACA 
iB51II|-5§-85 ACCCCTCAAGTGTAAGGAACTG 
13511^-5^87 CAATGCCAGAGAGAATATCCAGA 
SE5lJS-5?-89 CCACTCCACATAAGGGGTTTAG 

^-5*9 1 CCATTGACATTGGAGTTAAGTATGC 
SB5lJ#-5*93 GAAAGCCTATGTGAAAAGCTGGT 
BB5lJS-^95 GCATCTTAGTCCACACAGTTGGT 
IBJlJ ^^Ql CTCATAGCCAGCATGACTTOTTT 
BH^]||-«§'99 ACTTTTCTGAGCAGACGTCCAG 
IB^J 01 ACGTTATTCCCAGTTCCTAAACC 
aS?ll#-'*103 AGTTGAACCCAGGTACCTTTGTC 
iB^^IS-S^IOS TACTGGGAACGACTAAGGACTGA 
1E511I|-*?'107 TGAGAGTCCTCAGAGGGTATCAG 
K5I]S*109 TTTCTGTTGGCAAGTTGCTG 
SlJ'JS^^Ill GATGAGAAGATGAAGAGCTTGGA 
IBglia^llS ACTTCCCTCTCTGCCTTTCTG 



IB5l]*-**46 TATGCATTGAAACCTTAOAGGGG 
BB^JII-^-48 GGGTTCTGCATCTCGTTTATTAG 
gE51i#-^50 TTCTGGTACATGGTAAGTGCTCA 
SE^m-452 GTTTGCTTTGTGGACCATGGATA 
SB5lill'5§54 AACAGGCAGACGAGGTAGACAC 
SB^JII*56 GTACATGGGCAGCACAAATGTAT 
IB^J ATACCATGGGACAGGATTGTAAG 
1B51J ^-^-eo CCAAAGACTGGGGTAGGTAAAAC 
SH5lllS=-^62 GACTAGTGTGAAACAAGATGGGC 
SB511S=-'^64 GTGCCTCAGCTTTCTGAGTAGC 
^$^1^-^66 CTGGTAAACTGTCCAAAACAAGG 
^5ll§^^68 GGATGAGCTCTGCTCCTTGAG 
SB?llS-^70 CATGTTGTCTCAGTCCTCTATTGG 
iB^j#-^72 AATCAGATTTGTCGGTGCCTT 
iB^lS-53-74 ACAACTAGCTCTCAGTTCAGGCA 
lH51J^-^76 AAGCAGGACTGCATAAACTGTTC 
5H^l#-^78 CCACAAACAGGAAGCTATGTTCT 
IB^IlSf^^SO CTACAGAAGGAATGATCTGGTGG 
ISi^m^BZ CCTGTACTGAGCTCTCCAAAGAC 
SB5»]S-^84 AGAATCATGCCTCCCCTTCT 
gB$ll||4§-86 GGATCAAGAGTGTGTGTGTGTGT 
5^JS-t*88 GATACCCATTGTGTACCCTCTCC 
SE^j 11-^90 GAGGTTCTAGCTAAGTGCAGGGT 
82^1111-^92 GGCAAAGACCACATTTAGCAAT 
aB^y S'^94 TTGTTTCCAGGCATTAAGTGTG 
aH5llS-55-96 GCCCTTACAGGTGGAGTATCTTC 
SB^lj 11-^98 GGTTCACTTGTGACTGGTCATCT 
SE5IJ1^-5^100 TATCAAAAGAACACACAGGTGGC 
lB^lif-5§'102 AGTCTCGGGTGACTCAATATGAA 
SB^J^^104 CTAGGCCCTTTTAGAAAACATGG 
iB?l|#-^106 TGCTGTGTTGAGTAGGTTTCTGA 
SB^JJS'-'^IOB CTTGAAGTCAAGAGTCCTGGTGT 
5B^1^-5^110 CCCTTTAAGCCCACTTCCTC 
iB5tJS-5g^112 GAGGAAGCTTTATTTGGGAAGAG 
iBgliar#114 CAGATTGTrrrGGGCTTCTCACT 



[0 0 7 8] 

[0 0 7 9 ] 
[^4B] 



Forward 



Reverse 

EB?llSr-5-116 GGCAAGTTCTGCACAGATGA 
lE^JS^-5^1 1 8 GTGGGACTGAGATGCAGGAT 
gB51|S-55-120 GTGTAGTGGCACGATCATAGCTT 
IB5iJ*-^122 CACCCCACAGAGCCTGTATT 
iB5»JI&-59'124 ACAGGCCCACAGGTTTGTAAC 
IB?l]^*4l26 CCTCCTCCTTTTCAGCTGTG 
SB5lJS-5*128 TCTTTCAACATCTCTCCACCCTA 
SE5ll^-5?-130 GGAAGTAAGAAGTTGCAGCTCAG 
gB5lJ?|-^132 AGACGAGACTTGTTTTCTG 
B3?I1#-^134 TTCTTCTCCCTCCCCTTGAT 
SB?lJS-5^136 TCCATCAACCTCTCATAGCAAA 
lE5l|Sf-5*138 CTGAAGTCAGCCTCTGTAACCTC 
gg^ll 11-5^1 40 ACCCTTCCCTGTTGCTGTC 
gH5lI#-5§-142 TAGTCACTCCAGGTTTATGGAGG 
iB?lJII^144 CTGAATCTCAAACCTGGAGAGTG 
IE5"1?I*146 CTGGAAGGTTCTCAGGTCTTTA 
SB5ll#-*^148 ATCTTCGGGGCTATCCAACT 
BS511S*1 50 TGTGGATGACAAGCAGAAGC 
^^m^^52 AGGGGTCACACCTTGAACAG 
BB5»IS''*154 GCAGCATGACCAGACTTCAA 
SB2?lJi|-^156 GCCAATGCTTGTGGAATGTA 

l?.5t]S4i'159 TTCTCTTGGAGAGAACCTCTGG 



X75252 

AA989127 

Hs.1 28520 

HSMLN50 

AF05B701 

AF043473 

Hs.26052 

Hs.77961 

HS.264B4 

U44798 

Hs.77961 

X64707 

Hs.6780 

Hs.1 53428 

AI066764 

cl.5994 

D67025 

X16064 

M80469 

£02628 

HUMTHYB4 

Hs.1 16922 

X15940 



115 GTCTGGTCAGCTTTGCTTCC 
BB^I S-S^-l 1 7 C AGCTCAGTGC ACC ATGAAT 
ia5ilS-5^119 CACGGACTCATGAATGTAGTGAA 

^:^m^^^2^ gggaccaaacagaccaaaga 

1B5^]#-5^123 CGGAAAGGCACTATTTCACAAT 
55^1^^125 AAGCTCTTCAGCTGCGTCTC 
15511^^-5^127 TCTGGAACCCTAAAAGTGTCGT 
1B5I1##129 AGATACCTGGAGAACGGGAAG 
1B5IJS'*131 ATrAGGTTTCAGCCAAAG 
Sg5il^4^133 CAGGGACTTGGTCACAGGTT 
1B51J#4^135 GATTACATCGCCCTGAACGAG 
lEI^l 37 GTAAGATCCGCAGACGTAAGG 
1B5I]#*139 ACTGAGCCCACTTCTTGTGG 
135I1S-55-141 TCAAAGTATTTAGCTGACTCGCC 
1251)11^143 GGGAACTTGAATTCGTATCCATC 
iB5iJS-'*145 GATCATCTTTCCTGTTCCAGAG 
iS51jS*147 GTACGACCAGGCTGAGAAGC 
13511 49 TCAGCCACGATGAGATGTTC 
iB51J#-**15^ ACCTTAGGAGGGCAGTTGGT 
1B5>JS-'*153 GCATCCTACCACCAACTCGT 
1B5»]S*155 ACAAACCCGATATGGCTGAG 
SB5l]S*157 TCGGACCATAATCCAAGTTACC 
jSP-igll^-g-IBB TAACCCGAGAATACACCATCAAC 



[0 0 8 0] 
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^ 5y-FiJ'*;i/-7lwMLT5y-R^''';V--7°-ei^>6-o/io -eUT. TitiS^Olilil W^;Vi4. 5y- 
R^;i/-^icMLT5y-F^"';V-'7'-t?J; I91ft:*^o/^o i > -7 :t ^ - a > Srjg o nod 

[ 0 0 8 1 ] 

itf5i^A<7)ER = ^•9->'-7°;vX<7)itf5i=-AOit^5e^PCR(^f-v'>A^n-7-f K^feLfc^N'>'K 
O^K) coie-bit C7)xf p(_^>?>/i>^^:3T/0-t:^7°;VX<Dal'fKT-AOGAPDH<^16-bit6O-f 

[0 0 8 2] 

noAemmm<Dm^ik<Dm^i'i'm^n^m^-f^fzify. f-ik:^^T (ps) ( 

[0 0 8 3] 

{J^ Statview version 5.0 (SASInstitute> Gary, NC) liZXofZo 
[0 0 8 4] 

K^jl^ST■|l^a^^f^Lfc240fL56^^m#0|SlJ3c^aB'f^«r^3 13^1^ L/i 
o ^^mM^hii. ^m^<k5^&.±'7)mMm^^Lfzl2m(Dnodemi±$imBM (5Y-F) , 25: 
Wf-^#tf Of^t' 5^<D 1*1 i'?L^i;6^^WI§ L 12f !1 <DnodemmimB.^ (5Y-R) ^ <7)i|^ 
trov^T. 25,344(7)11 hst{E^>6^eM$tu^cDNA-T^^nTW^tli^jtf5^^il*^t 

[0 0 8 5] 

cDNA -7 'f cJ' n T (Df— ^ Mann-Whitney ^ h hRandom-permutation-r -X h 
KX^^^V. 5Y-RRXr5Y-FmW^m-V^-^J:^^m.^^-tMi^l^im^htZo ^(Dy^n^^ 
- -e^58»fE^ -^rnxf. ^(D^% 21ii{5^76^5Y-RM«X-:t ^ < L o L T 37il 

[ 0 0 8 6 ] 

5Y-R ffi»tCib-<-C5Y-FM^»"ei*^ia-t^37mfg^^t::f4. 6o<^ESTs t ICx^^Ki®/^ 
in-b^^-ofz (^5 A. #i5^;V-7°r^-e<D|&^(7)M^=lr "foldchange" LT^-t) o 
[0 0 8 7] 

(5Y-RM« J:l:-^T5Y-Ftt«t?^^ tC^^^i" ^ itiS^) 
[0 0 8 8] 



miE# 2004-3085952 



#il 2004-048593 
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[*5 A] 



Ac/HS 



M90439 

AF047472 

Hs.1 1 8251 

D26125 

H3.8619 

XI 61 35 

Hs.9006 

Ml 8963 

X07&79 

AB>I80B0 

Hs.58464 

S79867 

JQ2B54 



Hs.83097 
Ha79137 
Hs.4864 
VQ0052 

HS.5CI02 

U4351 9 

Hs 106326 

Hs.94653 

Ut3436 

X51 441 

Hs.1 08623 

Hs.5318 

Hs.69469 

AA777648 

Hs.1 06131 

X54079 

ED67025 

M80469 

AI041182 

AA1 48265 

Hs.4943 



U2297Q 



molecular marter CEPC-1 > gene 

SF^en mltotb checkpoint BUB3 (BUBS) 

ESTs 

3 alpha-hydroxysteruU/dlhydrodiol dehydnoEenase DD4. partial cds 

SRYCsex determlnln2 regton YVbDX 1 8 

novel heterosaneous nuclear RNP protein, L protein 

VAMPCvBSlcte-asso elated membrane prate ln)-asso dated pnateln A,33kDa 

Islet of Langerhans reganerattng protein (rsg) 

Integrin beta 1 subunk 

PYRIN (MEFV) 

ESTs 

type I ksiatin 1 6 [human, epidenmal keratlnocytBS, mRNA Partial, 1 422 nt] 

myosin light chain <MlJ0-2) 

adenylate cyclaseSCbratn) 

hypothetical protein FL0I22955 

proteln-L lsosparate(D-aspartate)o-metyltransferase 

ESTs 

Peptldylprolyl Isomerase A<cyclophilin A) 

copper chaperone for superoxide dismutase; CCS 

dystrophln-related protein 2 CDRP2> 

ESTs 

na Ufochondrin(KIAA0607) 
ovarian beta-A-inhibin 

serum amyloid A CSAA) pmteln partial, clone pAS3-alpha 

thrombospondln 2 

ESTs 

GA17 protein 

' peripheral myelin protein 22 
ESTs 

heat shock protein HSP27 

proteasome Cprosome, macropaln) 26S subuntt, non-ATPase, 3 
MHO class I HLA-J gene 

ov77e07.x1 Scares testis_NHT Homo sapiens cDNA clone IMAGE;1 643364 
RIBGSOMAL PROTEIN L21 . 

Inter-Aljiha-Trypsln Inhibitor Heavy Chain UKE gpne 
SI 00 calclum-UndIng protein At 3 

Interferon-Inducible ceotlda (6-16) gene 



fold chani?e pfi§ 



2.324 
2 889 
2.121 
2.034 
3,375 
4839 
3.907 
2,022 
2997 
4 01 6 
5,41 5 
2254 
2.668 
2.264 
4.979 
2401 
2.043 
2.966 
2.032 
2.022 
4.733 
2.03 
2.946 
2.383 
2.019 
4 38 
2.279 
2.385 
2022 
5.637 
3.1 79 
3.572 
2.321 
2.019 
2.426 
3 326 
2.741 



0.001 4 
00021 
0.0031 
00038 
00041 
00042 
00058 
00060 
00068 
O0071 
O0079 
00090 
O0090 
00094 
00096 
0.01 05 
0.0107 
0.0107 
001 1 4 
001 1 4 
001 23 
0 01 29 
0.01 35 
0 01 55 
OOI 74 
0.01 74 
O01 97 
00209 
0 021 3 
0.0217 
0.0359 
O0380 
0.0380 
O044O 
O0442 
0.0456 
00465 



[0 0 8 9] 

Xr)-$i\,^i.^'-r)^mm^^^ (2) 1 a^R-/.F|>1.0. ^:i-C>R(/^F){±. 5Y-RXf±5Y-F 
[0 0 9 01 

(5Y-FMS J:b-<T5Y-RJtt«T'>t* 1,^^^^-^ * itfS^) 
[0 0 9 1] 



fold change m 



X75252 


Prostatic Bindig protein 


4.506 


0.0011 


AA9891 27 


majar histocompatibility complex, class I.C 


5,731 


0.0060 


H3.1 28520 


ESTs 


1.419 


00067 


HSMLN50 


ESTs 


3.4B2 


0.0071 


AF058701 


DNA poiymerase zeta catalytic subunit (REVS) 


2.1 85 


0,0035 


AF043473 


delayed-rectifier K+ channel alpha subunit (KDNS1 >.Pdtasslum 


4.786 


0.01 44 




voltagB-gated channel, delayed-rectifier, subfamily S, member 1 


4.829 


0.01 50 


Hs.2e052 


hypothetical protein MGC43306 


Hs.77961 


major histocompatibility complsx, class I, B 


5.775 


0.01 52 


Hs.26484 


HIRA Interacting protein 3 


507 


0 0157 


U44798 


U1 -snRNP binding protein ho mo log (70kD) 


2.615 


0.01 94 


Hs.77961 


MHO class I HLA-Bw62 


5.775 


0.0209 


X64707 


BBCl mRNACribosomal protein LI 3) 


2.758 


0.021 0 


Hs.6780 


PTK9L protein tyrosine kinase 9-lll(s (A6-rBlated protein) 


2749 


00220 


Hs.1 53428 


&ts 


3,1 64 


0.0234 


AI066764 


lectia galactoslde-Undlng, soluble. 1 (galectin 1 > 


2.606 


0.0275 


cL5994 


ESTs 


2,844 


00286 


X16064 


Tumor protein, translatlonally-controlled 1 


3,567 


0.0366 


ED2628 


colypeptide chain elon^tlon factor-1 alpha 


4.055 


0.0427 


HUMTHYB4 thymosin beta-4 


4.05 


0.0436 


Hs.1 16922 


ESTs 


2.538 


0.0494 


=<15940 


ribosomal protein L31 


2.125 


00499 



[0 0 9 21 

5Y-Rl'jt-<5Y-Fli»-^'^^ia-t^7iite^ (Hs.94653. M13436. Hs.5002. D67025. M804 
69, Hs.4864. 23: Wis. 106326 ; p=0. 0018. 0.0011. 0.001. 0.008. 0.0081. 0. 0018:S.ti'0. 
001 ; ^Student' st-T:^ V K X:h)W5Y-Rmmr-itmm-M^^ir^3Mi^=?- (AF058701. 
AI066764. :S.y^xl5940 ; p=0.0351. 0. 0016i:S:W'^0. 0001 ; ^Student' st-x:^ Y1,ZX^) -^^ 
^mK^WcL. ^f^N'-*- t L-CS^L/c (^6) o 
[0 0 9 3 1 

(node|5M4?L«c0^f^-7- - t LXM^^i L/^mfe^) 
[0 0 9 41 
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AF058701 DMA pDlymerase zeta catalytic subunit (RBv,'3> 

AI066764 Is ctla gala ctosidB-blndlng, soluble, 1 (galectin 1) 

x1 5940 ribosomal protein L31 . 

Hs 94653 neurochondrin(K]AA0607> 

Ml 3436 ovarian beta-A-lnhibin 

Hs.5002 copper chaperone for superaxidB dismutase; OOS 

D67Q25 protQasome (prasome, macropain) 26S subunit, norr-ATPase, 3 

M80469 MHO class I HLA-J gene 

Ha4e64 ESTs 

Hs 106326 ESTs 



[0 0 9 51 

at'fS^<75RT-PCR<7)|§^=^^i-o [114 5Y-F (5^^^) y-tr^^||^11-^70<7)•7- 
[0 0 9 6] 

3 T (PS) i d K'mMX.fz ; 

PS = (5Y-R««-e^m^t-^3jtf5T-OlEML/t§I^Jt^O'^ft) - (5Y-FM^t? 

[0 0 9 7] 

fzo PSv^^-rAii. 3J; ,*v^^tl:;^:3T^%i-^3!EfBRl:i6^'bR12trov>Ti±. 

i(7)^tiijfi, m.m(D^fih(DW^^'i^^t. iQ)0%(DiEm'&x—^\^fz (ms) o 5Y-Ri:^';i- 

- -/cO^i^PStig. 44. ^ LT 5Y-F^^;V- •/0¥*l/PS{±-28. 92t?^ -o fzo 
[0 0 9 8] 

[0 0 9 9] 
[«7] 



Mo 


x1 5940 


AF05B701 


AI066764 


Hs 5002 


H594653 


Ml 3436 


M80469 


D67025 


H3.4864 


Hs 1 06326 


PS 


In 


8,90 


2,70 


B.35 


1,50 


082 


1.47 


2.43 


272 


2.60 


2.55 


5.86 


£n 


7,02 


2.19 


7.48 


1,14 


050 


1.51 


2.32 


1.27 


1.89 


0,62 


7.44 


3n 


7.57 


2.36 


10.96 


1 40 


055 


2.29 


3.51 


2.38 


1.79 


044 


8,53 


4n 


8.57 


2.79 


9.78 


175 


1.42 


2.02 


330 


3.03 


3.44 


302 


3.16 


5n 


14.96 


256 


18.01 


3 88 


053 


067 


3.96 


276 


378 


1,83 


18.12 


6n 


16.94 


3.97 


12.76 


an 


073 


1.50 


3.19 


2.01 


3.60 


441 


1 8.1 2 


7n 


1 4,51 


3 02 


11,62 


0,37 


224 


205 


2.14 


1.45 


1.64 


2,96 


16.30 


8n 


9.50 


2,81 


10.43 


2.86 


1.64 


1.95 


5.40 


3.18 


1,89 


1.79 


4.03 


9n 


8.29 


2.96 


8.32 


078 


0.55 


1.91 


1.50 


1.31 


1.40 


2.80 


9.32 


lOn 


6.78 


2.06 


10.59 


039 


1.93 


070 


2.49 


3.56 


1.27 


0.84 


8.25 


11n 


7.30 


1.38 


10.88 


3.0Q 


2.82 


046 


2.18 


3.09 


2.00 


2.16 


3.83 


,12n 


8.60 


3,81 


15.86 


331 


3.46 


070 


3.19 


1,82 


254 


2.95 


laao 


InR 


4.67 


0.81 


4.69 


4.13 


2.9B 


3.80 


7.78 


5.34 


7,59 


8.47 


-29.92 


2nR 


4.32 


0.63 


3.88 


2.82 


2.68 


2,89 


4.51 


3.74 


4.86 


9.28 


-21.95 


3nR 


1054 


0.56 


7.28 


2.40 


2 06 


2.10 


8,18 


6 02 


6,02 


8.55 


-1 6.95 


4nR 


5,59 


0.56 


4.85 


3.22 


3.69 


2.89 


11.18 


3.31 


6.39 


11.36 


-31 .04 


5nR 


5 56 


0.1 8 


4.97 


5.57 


4 57 


1.15 


3.18 


4.85 


5.56 


12.68 


-26.95 


6nR 


4.50 


0.51 


4.01 


681 


2,54 


5.45 


661 


7.49 


7.16 


6.18 


-33.22 


7nR 


5.09 


0.97 


4.72 


3,14 


3 74 


5.57 


7.95 


3.94 


7.90 


9.71 


-31 .1 7 


8nR 


4.93 


0.54 


4.46 


7.53 


4.95 


5.93 


1 1 .03 


1.96 


6.21 


7,75 


-35.43 


9nR 


5.25 


1.17 


5.15 


3.09 


3.39 


3.30 


10.05 


2.66 


476 


1082 


-26 50 


lOnR 


5.3Q 


0.59 


5.96 


367 


278 


2.47 


4,66 


3.12 


10.63 


8,27 


-23.69 


llnR 


4.99 


1.02 


5.71 


7.48 


4,51 


6.22 


4.61 


4.28 


10.65 


9.20 


-35.23 


12nR 


4.84 


O30 


4.98 


757 


6.07 


504 


7.05 


3.07 


7.42 


B98 


-35.08 



mmn 3 1 

[0100] 

[0101] 

ir^o Km^^rz^M2o^-:^<Dmm=wm^m 9 vtzo 
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[0 10 2] 

[0 10 3] 
[^8] 





T 


N 


M x^-i? 




NL^ ly'f ' 


d 

ER 


MSI 


2 


1 


0 


II 


52 


4 


1 


2 


P 


MS2 


2 


2 


0 


II 


47 


2 


0 


1 


P 


MS3 


2 


2 


0 


II 


40 


5 


0 


1 


N 


MS4 


2 


2 


0 


11 


64 


3 


0 


1 


N/A 


MDl 


2 


2 


0 


II 


47 


5 


0 


0 


P 


MD2 


2 


2 


0 


II 


34 


3 


3 


0 


N 


MD3 


2 


2 


0 


II 


66 


4 


0 


3 


N 


MD4 


2 


0 


0 


II 


71 


2 


0 


1 


P 



a) Number of lymph nodes involved. 

h) Lymph vessel invasion: 0. no cancer cells in vessels. 

3. many cancer ceSts in vessels, 
c) Fat invasion: 0, no invasion to fat tissue; 3. severe invasion to fat tissue. 
<l) Estrogen receptor status: P, positive; N , negative; N/A, not available. 

[0104] 
[0 10 5] 
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[«9] 





T 


N 


M 








SI 


2 


0 


0 


11 


0 


1 


S2 


2 


2 


0 


TI 


1 


0 


vS3 


2 


2 


0 


II 


0 


2 




Z 


-t 
i 


U 


TT 
ii 


1 
1 


U 


S5 


2 


2 


0 


II 


3 


2 


S6 


2 


0 


0 


II 


0 


0 


S7 


2 


1. 


0 


II 


0 


0 


S8 


2 


1 


0 


II 


0 


2 


S9 


2 


1 


0 


II 


1 


2 


S10 


2 


1 


0 


II 


0 


0 


Dl 


2 


1 


0 


TI 


0 


1 


D2 


2 


2 


0 


II 


0 


0 


D3 


2 


2 


0 


II 


3 


0 


D4 


2 


2 


0 


II 


0 


3 


D5 


2 


2 


0 


II 


1 


3 


D6 


2 


1 


0 


II 


0 


1 


D7 


2 


0 


0 


II 


0 


1 


D8 


2 


1 


0 


II 


0 


0 


D9 


2 


4 


0 


IV 


1 


0 


DIO 


2 


1 


0 


II 


0 


2 



iO Lymph vessel invasion 
b) Fat infiltration 

















52.8 


7.6 




56.0 


5.4 



c) Mean of age i\) Average number of lynnpii nodes involved 
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(KIJP^^S (Clinicopathological) 
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[0 10 7] 

(cDNA-7 4 ^U7l^^ (DMU) 

2 t:-|S^L/c^'^trcDNA-7-f ^ n T V-T C0llim=£r^To f^o 
[0108] 
(RNAttrntRNAiMifi) 

RNA^TRIzol (Invitrogen. Carlsbad. CA. USA) X'mHiLfzo mWMB^-^^fzHb 

. #^o|ftffi$:?x/iRNA (1;/ g) 3.o%*;vAT;v7"'i:i KM4^';v±-c-m^?7i^ii; L o 

DNAr*^A^P^*-t'&/ci6. RNeasy^y h (QIAGEN. Valencia. CA) ^m^^xmULfZo Mes 
sageAmp aRNA^ h (Ambion. Austin. TX) m;;S>T7 R N A>KU p( ^ -■tf'^-X<7)iiilig 
^^ffv>. -r^ ^uTU^^mii^m^^^mA^mmLfZo «0±iipST-{i. RNA (5;«g) =lr» 
mtLxm^^fZo ft:^J]t'±gilig$^xfcRNA (aRNA) (2;«g) nill B OJf ilJlO/i 

L/io ±iilia$tL7taRNAsl±RNeasy*»M^^> b-^ffl^L. ^aRNAOfi^^:)fe^S 

10 10 9] 

Amino Allyl cDNA HHfe^ y h (Ambion. Austin. TX) K H . —0 g Oiitel^ J: ^ ^ 
^yn-y'^f^ffiaRNA (5/^ g) ^fflv^T. V 4 n y y'u-y'-^i^m.X^fz 

o «RNA25.tFIE'i':fe n > h n -;i/RNAtrfi*1-'S :/n -y^. Cy5i 7t {±Cy3C0Mono-Reactiv 
e'Dye (Amersham Bioscience UK Limited. Buckinghamshire. UK) t^^^^ftLfCo 
[0 110] 

^^IS-^-fe^^l^^-r^/^^t'. ^Ill!c7°n-r^. QIA quickPCR«^^7 f (QIAGEN. V 
alencia. CA) 'CmW.L-fZo mmWi£^'n'S^ki)-h(Dm%mm^'a-f(0^^1Qr^mi\^. 4x 
■7^^^^T^-l'^^^^l; i5^-f ■tr-->a>' • ^N'^y ^T- (Amersham (UK) ) 'RXfm.^^^Vit 

f^fe^LfCo ^T<7)^JilM{i, AutomatedSlide Processor System (Amersham) X%^f\^tZo 
^fL-efi(D^^4 r^^-^'y 3 y(n>l/^i-)\^^^\t. Gene Fix 4000 (Amersham) t?^ 
.^?51'9. GenePix Pro 3.0 (Axon Instruments, Inc.. Foster City. CA. USA) {Zii-oX 
fp-fffiLfCo |%<^lZo/v: totalgene normalization method (Yang, Y.H. ,Dudoit 

,S. , Luu, P., Lin, D.M., Peng, V.,Ngai, J., and Speed, T.P. (2002). Nucleic Acid 
s Res 30, el5. ; Manos, E.J., andjones, D. A. (2001). Cancer Res 61, 433-438. ) K 
loXlEMit\^tzo 
[0111] 

h ltti^(D ^* ;v - -7°^ trM ^ Hi! 4- ^i-mfS^ * TmWt ^fzmz^ iEm< b L t^: 
y^^^^y-^^ Mann-WhitneyxJ^ VX^if:\^fz \ ^mt\^fz=y )-\y-^—^(OViZ.^m\^fz 
o \h\%^fL^ixcDm'S^^'BLTl^^y-f^\^(Ofz^(DQr3^/Zy%^y'^-^)^ (0no,K. 
,et al.(2000). Cancer Res 60, 5007-5011.) o Mann-Whitneyx;^ h "COCO U lit* 7]s L/i 
mfS^ ^ 2o CO ;v - -7761 X^'m^^tn. O^SJ^-t <^ jitv> ^ L /i CO 7i^ fio S/NJ;b:d^^3 
.OTfelS^T^jt-fS^li. ^mii-^hW.'}\\^fzo 
[0 112] 

(^^»rt-pcr;5. (D^^sifs^siia J:k^) 

■7^ iJ'UT V^C07"^-^^f^|iE-r^f^i6. -^^m^hWmk (10;/ g) 4-7t|E¥-t"^ ^ i 
t::J;»9. ^a*RT-PCR^m*L/Co ^'^^f^f^cmmmM.-^mm'^fz^. GAPDHtrl*!^^ 
3 > h n - ;V a; L TMiO'. #Sfi:RT-PCR=^II^T L (Ono, K. , etal . (2000) . Cancer Res 6 
0,5007-5011.) o GAPDHC0 7''7 -I" -N'-fi. 5' -ggaaggtgaaggtcggagt-3 (Foward) . 'BM^-X. 
gggtggaatcatattggaa-3 (Reverse) Xi^ofza y'^y 4 '^ — cO'MM^M'^Lfz^^K^ 
RT-PCR*;^^# t n.ti^(0^')-v~y'ii- h<D-^y -fy^yx^ WhW LfciffS^^::-^ v^r L/c 
o ^i^iifS^ (^1 0) <7)#^Ofci6<D7°7-f ^-{i. NCBIGen Bank (http://www.ncbi. 
nlm.nih.gov/) <r>-y — '^y7^^^}i'^:s.-f^4 h (http://www-genome.wi.mit.edu/cgi-b 
in/primer/primer3_www.cgi) icDy'^ •^-3tC^o'V^TlSft Lfzo ##^fiPCR^^{± 

ffiiE#2 004-3085952 
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, x^-ZV- h LT«=^p^L/ccDNA (1;«1) ^ 5UOTakaraEXTaq (Takara. 

B^) ^ IxVCR^^yyr- (10mM(7)Tris-HCK SOmMOKCU 1. 5iiiMC0MgCl2) ^ 10nM<^dNTPs 

t lopmo 1 <Dmi?^ mk-^ -7° 9 -7 - -eso 1 mM. kzxn<>tzo 

SB5^!j#-^160 ggaaggtgaaggtcggagt 
iS^!j#-f-161 tgggtggaatcatattggaa 
[0 113] 

[0 114] 
1^1 0] 





Forward 


Reverse 


PfflP 

C1r 
DPYSL3 
PTK9L 

CPE 
Of -tubulin 
jS -tubulin 
HSR 90-a 

MDH 
NDUFB3 


SB^J?I^*162 CCTCCAACTGCTCCTACTCG 
SE5lJ#*164 GAAGTTGTGGAGGGACGTGT 
iB?>]§-5?-166 CATGTACTGAGGAGGCOAGA 
SB5JJ#-^168 TTGTGATTGAGGACGAGCAG 
1E511S-^170 CTCCTGAGACGAAGGGTGTC 
GGAACGCCTGTCAGTTGATT 
SB5I1S-5^174 TGTGTTCGCTCAGGTCCTTT 
SB?llS-^-176 AAAAATGGCCTGAGTTAAGTGT 
gB5l]||-5*178 TGCACAGTAACAGCATGACG 
mmm^^^o GGGATAAACCAGACAAGTAGGC 


1B^JS*165 GACTTGCAGCAGCTTCCATC 
E5II#^*167 AAGATGTTGGCAGCGTTTGT 
iB?ll»-5*169 AATGGTTTCCCGCTCTAGGT 
SB5lJfi-«*171 TGAAGGTCTGGGACAAATGC 
aE5>JS'53-173 CTCAAAGCAAGCATTGGTGA 
1B9IJ#-5^175 TGGTGTGGTCAGCTTCAGAG 
IB5lJ§-5^t77 TCCTGAATTTCCCTGTGTTTG 
IB^JS^^na GAATTTCTTTCCTCTGCCTGA 
i39]$^181 GGACATGAQCATGGACATCA 



[0 1 1 5] 

(8;«1) 2.5%T:^'n->^>^;V±T'm^ML. :x.^V^J^-ztU'^4Y-^m'^'Lfzo 
;g.^co^fe$tL/c-9->:/;Vco5i;Kt4> ^''9 > K^iE^fflv^TAlphalmager 3300 

(Alpha Inonotech. San Leandro. CA) J; ^U^l^fzo ^^fS^cO^m V^;^ 
«6tc, ^(D^Mt^^k. GAPDHcD^iav^;vtrIEm^t:Lfwo 

[0 116] 

Osl^5^A(7)#^#PCRC016 h O -f ^ - v > n T ( J^f^ v A v ^ K-C^-fe L 
> K /^-9- ^ :7°;i/Xt1=' (^GAPDH<7) 16 tf y h O ^' ^ - > iJ''^?. a T 
[0 117] 
(M^tt?L^cD^m?t« (PI) <D^m) 

t::j;<9. M^tm^cD^MIl (PI) *^«L7to 2-:>(Dir)V-y°m(DmMtm<DmMn 
i4 Student' St- h-^fpffiLfCo 5S:SlO*^5DO^;V- 7°r^ C0PI<7)jl:^{iMann-WhitneyxX 
h i ipff o/So ^^:<^)^t^{±Statview version 5. 0'Ir'fS o L/^ (SASInstitute I 
nc. ^ Cary^ NO) o 
[0 118] 
(M*) 

18,4320H hstfSi^^^'b'&^cDNA-^-f iJ'ar V-f ±-r^ 8AmVmB.^-^^h(Dm^<^y 

(5S) . 4A{45^iil,I*l-C\ fL«-e^t:L7t (5D) o ^ummm^m^^WJi. 2oco^*;V--7° 
^ ffl»#, V > .is ;v ^ > V -fe 7° ^ - ^ o v> T rT fg ^ PI i9 

^^t^-ifc^-^^^c (*8) o 
[0 119] 

5D 1 5S(D ~ •7Tb1 -e^^ S ^ii ^^-tmfS^ IWI^-f -^fz^K^ -^m^^ h td;Mann-W 
hitney 7" h i o TcDNA -7-1' n T I^-f ^^t"- ^ ^l-^^Lfco ^f^hcomR^f^ny 
(D6o(^ESTs/'fS:ili^ ^^^°i^Kt?*'i)^ft23itf5^t4^ Mann-Whitneyr><. h "COOU'lit'^/r: L 
. 5Si^;V>-'/t'*3V^Ti^^3EIi-^atfSi^"C*^ (^11) o 
[0 12 0] 
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[0 12 11 

mil] 



IM AGE-39159 3' simiJur lo fib:J«4173 PHOSPHOGLYCERATE M UTASE. BRAIN FORM 

tM AGE:2279B 3% M RNA sequence 

cDNA clone IM AGE:16933S2 3*, M RNA scciuence 

CCNDBPl cycHn D-rype bmdina-protein 1 

EST* 

pro-tt)pha-1 lype 3 collasen 
ooiDfpteinent component Clr 
DPYSL3 dihydropy rUnidinase-Hke 3 
ribosonuil protein 1-6 

PTIC9l.protein tyrosine kinase 9-like< AG-related protein) 

Homo Mpiens full length insert cDNA YN8BED9 

somatostatin receptor isofom* 2 (SSTR2) psne 

CPE carbojoipcptidiisc E 

^'R«29 hypotheiicad protein YR-29 

IMAGE:4S220fi2, mRNA 

K1AA1632 protein, partiid cds 

CREC cellular repressor of El A-stimulated gsntza 

Homo sapiens putative splice factor transfbniicr2-beta mRNA, complete cds 
Human N-accty 1-beta-slucosaminidase (HEXB) mRNA, 3* end 
Human cj'tochrome b5 mRNA, complete cds 

Human pS2 mRNA induced ^ estrogen from human breast eanoer cell line MCF-7 

Human alpha-tubulin mRNA, complete cds 

Homo ssq>iens clone 24703 beia-tubulin mRNA, complete cds 



Accession Number 
R51BA4 
R3yi71 
A1140851 
AFU82569 
At446435 
X1 4420.1 
Jn4n80.1 
D7&014 
XG9591.1 

AF075050.1 
M81830.I 
NM 001S73.1 
AJ0124O9,l 
BC034Sn 
AB05S735-1 
AF084S23.1 
U61 267.1 
Ml 3519.1 
M 22865.1 
X00474.1 



AF070561.1 



Fold change 
4.3(»4 
2.91 S 
3.891 
3^02 
3.251 
3394 
3J96 
3.625 
3.807 
4.143 
4.257 
5.475 
5.807 
6.333 
6.373 
15352 
2.739 
2.55 
2.698 
2.881 
2.702 
4.655 
3.917 



[0 12 21 

. Mann-Whitney h "tr^^n (75U'fji^#o2ljtf5^^j2«-r ^ o ^tc:j3V^T. "foldchan 
ge" tLT. 2<^<D:^)V~y°m(DMi^^^^(0^^^'k7i^iro 
[0 12 3] 

[0 12 41 
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[^12] 





Accession Number 


Fold change 


Lyam-l mRNA for leukocyte adhesion molcculc-l 


XI 6150.1 


7.459 


APM2 adipose specific 2 


NM_006S29.1 


4.853 


DNA polymerase gamma mRNA, nuclear gene encoding mitochondrial protein 


U 60325.1 


4.269 


FLJ22128 fis, clone HEP 3 9543 


AK0257S1 


4.109 


actio related protein 2/3 complex, subunit 4, 20kDa <ARPC4) 


NM_005718.2 


4.058 




AB032261.J 


3.794 


novel heterogsneous nuclear RNP protein, L protein 


X16135.1 


3.771 


ENSA cndosulfine alpha 


AF157509.1 


3.511 


IMAGE:26483 5' similar lo gbrXlSl S3„cdsl HEAT SHOC3C PROTEIN HSP 90-Al.PHA 


R12732 


3.086 


malonyl-CoA decarboxylase (MUYCD) 


NMJ012213 


3.067 


anion exchanger 3 brain isoform (bAE3) 


U05596,l 


2.889 




H05914 


2,345 


cDNA FLJ23636 fis. clone CAS07176. 


AK074216 


2.426 


1MAGE:26366 3* similar to ^T>J6234. PROBABLE PROTEIN DISUl-RDE ISOMERASE ER-60 


R20SS4 


2.519 


PRECURSOR 






Similar to hypothetical protein PR02S31, clone MCCi23S 13 IM AGE:4273837. mRNA. complete cds 


BCOl 7905.1 


2-551 


FL340629 hypothetical protein FLJ40629 


AK097948.1 


2.417 


rilTosoma] protein L29 (bumrpl^v; mKr*/\, compicio ^ 


U1024S.1 


2.203 


EST, clone IM AGE:745452, 3'end 


AA625S69 


2.591 


KIAAa554 K1AA1554 protein 


AB046774.1 


2.544 


[MACS:53316 3' simiiar to SP;MDHC_MOUSE P14152 MALATE DEHYDROGENASE. 


R15814 


2.867 


CYTOPLASMIC 






NADH dehydrogenase (ubiquinone) 1 beta siibcomplex, 3 (12kD. B12), clone MC3C:9039 IMAGE-3S8159Z 


BC018183 


4.972 



10 12 5] 

h , '^X'r(^mm v-'^-^ rtmi^mcT^^tiij-^ - * - ^® ^ff ; ( i ) ^ ^ n r v ^fr-t? 

(D^%lk'^^'^^^<ryl/^^i-)\y'm.K-t>^^^-.\'^^tii'h (Student' st-xy!. h J: ;g>p'(lt<0. 05) ; ( 

-r ^ imm-. ^ mmm k^^^^x -m^mir ^ satfs^ {i^m^ -^-^ misur ^^tihco 

[0 12 6] 

5S:?';v-ytci3V>-CiS^il-rS7il{S^{±, pro-alpha-1 type 3 collagen (PIIIP)^ co 
mplement component Clr^ dihydropyrimidinase-like 3 (DPYSL3) . proteintyrosine 
kinase 9-1 ike (PTK9L) . c ar boxy peptidase E (CPE) . « -tubulini: /^-tubuHn^ 
F LTV^^itfg^:^^^#j^$it-rv^^o ^tLfjCO-v-^-mfS^OStudent'st-T-;^ h cOp 
m^i. -5-tL^^:}x0.00039. 0.0012. 0.0042. 0.036. 0.039. 0. 034 hO. 00069-e^ o /Co 
[0 12 7] 

5D^;V-7'tc::*3Vi-C^^%^i-^3-ocov-*— itfS^(±. heat shock protein HSP 90-a 
Ipha gene, malatedehydrogenase. :g.r/NADH dehydrogenase (ubiquinone) 1 beta sub 
complex. 3 (NDUFB3) ^ 3 - K t "CV^fco MmM^^^ (D Student' st-T ^ h (D^mt^ ^fi 
-rtLO.05. 0. 0055:5: rfO.Oll-^aboTto 
[0 12 8] 

^mM^ h Ji. #^SRT-PCR<7)*mi§:i: ^ . 1*1^ 3 > h n - ;v i: LXGAPDH-eiE^<l: L 
[0 12 9] 

t>coi0A{±##^5^mi*It'?L^-^5BtL. -eL-C. 5S»9c75l0A{i5^J^J.±<^r^^ 

ffliE# 2004-3085952 



mm 2004-048593 



: 27/ 



10 1 3 0] 

[0131] 

[0132] 
[^13] 





PIIIP 


Clr 


DPYSL3 


PTK9L 


CPE 


A-tubuiin 


B.lubuiin 


HSP90 


MDH 


NDtlFB3 


r 

Sum of S 


Sum of D 


PI * 


SI 


1.8 


4.0 


2.1 


3.3 


Z4 


0.8 


2.5 


1,5 


0.2 


1.5 


16,9 


3.2 


13.7 


S2 


5.7 


3.5 


3.3 


3.4 


6.0 


1.2 


5.1 


2.2 


0.6 


2.2 


28.1 


5.0 


23.1 


S3 


3.1 


5.S 


2.2 


3.4 


8.1 


1.8 


5.3 . 


1.5 


0.4 


1.5 


29.7 


3,5 


26.2 


84. 


7.1 


10.2 


8.6 


6.0 


16.0 


4.1 


8.0 


3.4 


4.8 


3,4 


60.0 


11.5 


48.5 


S5 


6.8 


7.4 


7.2 


6.9 


11.2 


2.7 


7,0 


5.5 


3.6 


5-5 


49.1 


14.6 


34.5 


S6 


4.0 


4.2 


1.7 


2.2 


3.6 


0.9 


6.0 


2.9 


0.9 


2.9 


22.7 


6.6 


16.1 


S7 


2.3 


4.0 


1.1 


1.6 


0.6 


0.7 


3.4 


0.4 


0.3 


0.4 


13.7 


1.1 


12.6 


S8 


3.3 


3.6 


1.1 


0.7 


0.8 


1.3 


5.0 


2.3 


1.4 


2.3 


15.9 


6.0 


9.8 


S9 


3.1 


3.9 


Z7 


3.7 


2.9 


1.6 


4.1 


1.0 


1.2 


1.0 


21.9 


3.2 


18.8 


SIO 


2.9 


3.0 


0.9 


1.5 


1.2 


1.0 


1,7 


1.3 


0.4 


1,3 


12.2 


3.0 


9.2 


Dl 


0.1 


2.9 


0.4 


1.9 


2.9 


0.7 


0.8 


3.4 


3.0 


3.4 


9.6 


9.7 


-0.1 


D2 


0.2 


0.6 


0.1 


0.2 


0.8 


0.2 


0.8 


1.0 


4.9 


1.0 


2.9 


7-0 


-4.1 


D3 


0.2 


3.7 


0.2 


1.0 


0.6 


0.6 


2.8 


3.6 


6.6 


3,6 


9.0 


13.8 


^.8 


D4 


0.2 


1.4 


0.4 


0.9 


1.0 


0.5 


1.7 


3.5 


3.6 


3,5 


6.1 


10.7 


-4.6 


D5 


0,1 


1.3 


0.1 


0.9 


0.6 


0.5 


1.0 


3.2 


0.3 


3.2 


4.5 


6.7 


-2.2 


D6 


2.2 


2.5 


1.2 


1.9 


2.0 


0,5 ■ 


1,7 


3.8 


3.5 


4.2 


12.0 


11.5 


0.5 


D7 


2.2 


2.1 


0.9 


1.9 


2.4 


0.3 


1-6 


1.9 


1.4 


2.0 


11.5 


5.3 


6.2 


BS 


1.6 


Z7 


1.1 


2.6 


1.8 


0.4 


1-8 


3-4 


2,8 


3.4 


12,0 


9.6 


2.5 


D9 


1.2 


1.4 


0.6 


1.6 


1.2 


0.6 


Z4 


Z2 


0.7 


Z2 


9,2 


5,0 


4.1 


BIO 


0,5 


0.8 


0,4 


0.6 


0.4 


0.4 


1.3 


3.6 


1.6 


3.6 


4.5 


S.9 


-4.4 



• pnp.01r,DPYSL3,CPE. a2^tf/^-lubl^na>BRa)*W■ 
•*HSP80, MDH, %t^NDUFP3<DERa>$Sh 



[0 13 3] 

lo^^a (Di>6-e>Dio) (D^m^m (<7) (hq) (DmM(Dw.i^^w^^iEm\^^'Mi.fzo ss^'- 
mhi}-K%mMhB\)m.m-^u3\\\^x\^^fz (p=o.ooo2) o 

[0 13 4] 
[0 13 5] 

[mi] by-^^)V~y°K]t-<XbY-'d^^)\^-y°X^mii^±.^\.fzmii^W (A) hWJ^ 
LfcstfS^i^ (B) 

[m 2 ] 5y-S^^;v- 7" 1 5y-D^;V- -/SJ^ORNAcO^-SfiRT-PCRO^g-^^Mr^^^^^t-o 

ffiiE# 2004-3085952 



#M 2004-048593 



^-v : 28/E 



m 4 ] 5Y-Fi5'';i'-^t5Y-Ri^;V- •^'fiJftf^RNAtCOV^T 0#^^#RT-PCR<^:9^*fM:f: 
[m 5] 5Y-Fi5'';V-7°i:5Y-R^"";l'--7°ft5|tcDRNAt'OV>-C<^^^*RT-PCR<^^WI^:^ 

[1171 5SM-Wt;*3V>-C^|&iI1-^ 7itfS^<7>^^4PCR(7?^^jflS:f:*7Fi-o Ml "7 - 

(Marker ladder) Sl-SlO : ##ffl:5^J^±cor^^^^^ L/t.f.#<^if 
i:i^^*L/cffi,m^-^^o Di-Dio : ^mtk5^&,\HK$im'C-nt:LfzBMi0rfzi,z-^^ 

[HIS] 5D^^^;v-:/-e^^mi-'5.3il<^^<^#SMPCRco^^;f*§:^^r^1-o t^-^<^m0J 

tin 7 <7)l5iHj!^#BSo 

II1I91 fffcirM-</i20'>--;^<7)^fi:*i^l (PI) =^ffiiaLfcM*T'abi>o 5^iy.±<^ 
(p =0.0002) 



miE# 2004-3085952 



mi 2004-048593 -^-v: 1/ 

SEQUENCE LISTING 

<110> Nippon Medical School, Mitsubishi Kagaku Bio-Clinical Laboratories, Inc., 
Mitsubishi Rayon Co. , Ltd. 

<120> Genes involved in predicting postoperative prognosis breast cancers 
<130> NP04-1001 
<160> 181 

<170> Patentin version 3. 1 

<210> 1 

<2n> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<400> 1 

ggaaggtgaa ggtcggagt 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> simthesized 

<400> 2 

tgggtggaat catattggaa 



<210> 3 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 3 

acacttcatc tgctccctca tag 



19 



20 



23 
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<210> 4 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 4 

ctgcctagac ctgaggactg tag 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 5 

actgaggcct tttggtagtc g 



<210> 6 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 6 

tctctttatt gtgatgctca gtgg 



<210> 7 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 7 

aaatccttct cgtgtgttga ctg 



<210> 8 
<211> 23 



21 



24 



23 



ffiiE# 2004-3085952 



#11 2 0 0 4 - 0 4 8 5 9 3 ^--J : 3/ 

<212> DM 
<213> Artificial 

<220> 

<223> synthesized 

<400> 8 

cagtcatgag ggctaaaaac tga 23 



<210> 9 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> s3n1th.es i zed 

<400> 9 

gaagacaaca agtttttacc ggg 



<210> 10 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> sjnithes i zed 

<400> 10 

atggttttat tgacggcaga ag 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 11 

aggacacgtc ctctcctctc tc 



<210> 12 
<211> 23 
<212> DNA 
<213> Artificial 

tBiE# 2004-3085952 
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<220> 

<223> synthesized 
<400> 12 

taaagctagc gaaggaacgt aca 



<210> 13 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 13 

cctgccccga taaaaatatc tac 



<210> 14 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 14 

tcccttctgt ttcctcagtg tta 



<210> 15 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 15 

ttgaccttaa gcctcttttc etc 



<210> 16 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 



#11 2004-048593 



<223> synthes i zed 

<400> 16 

ataacgtaca ttcccatgac acc 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 17 

actttcaaga tgggaccaag g 



<210> 18 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 18 

atatacacag aagcatgacg cag 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 19 

ttgctggact ctgaaatatc cc 



<210> 20 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



#M 2004-048593 



<400> 20 

ttcccctgta cagtatttca ctca 



<210> 21 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 21 

ctgagcaatc tgctctatcc tct 



<210> 22 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 22 

gttccagatt cgtgagaatg act 



<210> 23 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 23 

accagtaaca actgtgggat gg 



<210> 24 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 24 

caaatgagct acaacacaca agg 



#iM 2004-048593 



<210> 25 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 25 

ccccctccac cttgtacata at 



<210> 26 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> S3nithes i zed 

<400> 26 

gttttcgttt ggctggttgt g 



<210> 27 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 27 

gtctgagatt ttactgcacc g 



<210> 28 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 28 

attgctaagg ataagtgctg etc 



#11 2004-048593 

<210> 29 
<211> 23 
<212> DNA 
<213> Artificial 

<220> 

<223> sjmthesized 

<400> 29 

tgtcagtata gaagcctgtg ggt 



<210> 30 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 30 

ttcttaggcc atcccttttc tac 



<210> 31 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 31 

gcatctgaat gtctttctcc eta 



<210> 32 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 32 

ccataggatc ttgactccaa cag 



<210> 33 
<211> 23 



#IS 2004-048593 

<212> DMA 
<213> Artificial 

<220> 

<223> synthesized 
<400> 33 

actgggagtg gaggaaatta gag 



<210> 34 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 34 

ctaatgtaag ctccattggg atg 



<210> 35 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 35 

caaactgcaa actagctccc taa 



<210> 36 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 36 

aggtaaccca aagtgacaaa cct 

<210> 37 

<211> 23 

<212> DNA 

<213> Artificial 



#11 2004-048593 



<220> 

<223> synthesized 

<400> 37 

aagactaaga gggaaaatgt ggg 



<210> 38 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 38 

agggccccta tatccaatac eta 



<210> 39 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 39 

ttaagtgagt ctccttggct gag 



<210> 40 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 40 

gatctttcaa gatgagccaa ggt 



<210> 41 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 



#11 2004-048593 



<223> S3nithesized 

<400> 41 

agtcattcag aagccattga gac 



<210> 42 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 42 

tgggtggaat catattggaa 



<210> 43 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 43 

gaaaggtgaa ggtcggag 



<210> 44 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 44 

ggatggagct ggaggatatt a 



<210> 45 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



#S 2004-048593 



<400> 45 

ccagacatcc atggtaccta taa 



<210> 46 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> S3mthesized 

<400> 46 

tatgcattga aaccttacag ggg 



<210> 47 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 47 

ctgttaaaca aagcgaggtt aagg 



<210> 48 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 48 

gggttctgca tctcgtttat tag 



<210> 49 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 49 

gacacatagc tcataggcac aca 



# M 2004-048593 



<210> 50 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 50 

ttctggtaca tggtaagtgc tea 



<210> 51 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 51 

tccgccatat tgattctgct ta 



<210> 52 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 52 

gtttgctttc tggaccatgg ata 



<210> 53 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 53 

gataacaact ggaccacatc cc 
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<210> 54 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 54 

aacaggcaga cgaggtagac ac 



22 



<210> 55 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 55 

gagaaggatg ggtccaccag t 



21 



<210> 56 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 56 

gtacatgggc agcacaaatg tat 



23 



<210> 57 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 
<400> 57 

atttcattgg tagtatggcc cac 



23 



<210> 58 
<211> 23 
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<212> DNA 
<213> Artificial 

<220> 

<223> synthesized 

<400> 58 

ataccatggg acaggattgt aag 



<210> 59 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 59 

gctcagacca gctcatactt cat 



<210> 60 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 60 

ccaaagactg gggtaggtaa aac 



<210> 61 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 61 

ctggtgcttt ctatcacctc ttc 



<210> 62 

<211> 23 

<212> DNA 

<213> Artificial 



# fl 2004-048593 
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<220> 

<223> synthes i zed 
<400> 62 

gactagtgtg aaacaagatg ggc 



23 



<210> 63 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> sjnithesized 

<400> 63 

cttgaaccca ggagtttgag ac 



22 



<210> 64 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 

<400> 64 

gtgcctcagc tttctgagta gc 



22 



<210> 65 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 65 

ctggtgctga ctatccagtt ga 



22 



<210> 66 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 



fflSE# 2004-3085952 
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<223> synthes i zed 

<400> 66 

ctggtaaact gtccaaaaca agg 



<210> 67 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 67 

ctcttacctg gacaaggtgc gt 



<210> 68 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 68 

ggatgagctc tgctccttga g 



<210> 69 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 69 

caatgtttga ccagtcccag a 



<210> 70 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 
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<400> 70 

catgttgtct cagtcctcta ttgg 



<210> 71 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 71 

ggacagcagc tggagtacac a 



<210> 72 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 72 

aatcagattt gtcggtgcct t 



<210> 73 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 73 

ggctctgcac taagaacaca gag 



<210> 74 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 74 

acaactagct ctcagttcag gca 



21 



21 



23 



23 
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<210> 75 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 75 

tggagcagta tgacaagcta caa 23 



<210> 76 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<210> 77 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 77 

taagtacttt cctgtgggtc get 23 



<210> 78 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 76 

aagcagcact gcataaactg ttc 



23 



<400> 78 

ccacaaacag gaagctatgt tct 



23 
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<210> 79 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 79 

gtactattag ccatggtcaa ccc 



<210> 80 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 80 

ctacagaagg aatgatctgg tgg 



<210> 81 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> S3nithes i zed 

<400> 81 

atcagtacgg ggaccttaca aac 



<210> 82 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 82 

cctgtactga gctctccaaa gac 



<210> 83 
<211> 20 
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<212> DNA 
<213> Artificial 

<220> 

<223> sjnithes i zed 

<400> 83 

tccctagctt cctctccaca 



<210> 84 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 84 

agaatcatgc ctccccttct 



<210> 85 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 85 

acccctcaag tgtaaggaac tg 



<210> 86 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> S5nithes i zed 

<400> 86 

ggatcaagag tgtgtgtgtg tgt 



<210> 87 

<211> 23 

<212> DNA 

<213> Artificial 



20 



22 



23 
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<220> 

<223> synthes i zed 
<400> 87 

caatgccaga gagaatatcc aga 



<210> 88 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 88 

gatacccatt gtgtaccctc tec 23 



<210> 89 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 89 

ccactccaca taaggggttt ag 



<210> 90 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 90 

gaggttctag ctaagtgcag ggt 



<210> 91 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 
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<223> synthes i zed 

<400> 91 

ccattgacat tggagttaag tatgc 



<210> 92 

<211> 22 

<212> DM 

<213> Artificial 

<220> 

<223> synthesized 

<400> 92 

ggcaaagacc acatttagca at 



<210> 93 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 93 

gaaagcctat gtgaaaagct ggt 



<210> 94 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 94 

ttgtttccag gcattaagtg tg 



<210> 95 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



#® 2004-048593 

<400> 95 

gcatcttagt ccacacagtt ggt 



<210> 96 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 96 

gcccttacag gtggagtatc ttc 



<210> 97 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 97 

ctcatagcca gcatgacttc ttt 



<210> 98 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 98 

ggttcacttg tgactggtca tct 



<210> 99 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 99 

acttttctga gcagacgtcc ag 
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<210> 100 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 100 

tatcaaaaga acacacaggt ggc 23 



<210> 101 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 101 

acgttattcc cagttcctaa acc 23 



<210> 102 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 102 

agtctcgggt gactcaatat gaa 23 



<210> 103 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 103 

agttgaaccc aggtaccttt etc 23 
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<210> 104 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 104 

ctaggccctt ttagaaaaca tgg 



23 



<210> 105 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 



<400> 105 

tactgggaac gactaaggac tea 



23 



<210> 106 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<400> 106 

tgctgtgttg agtaggtttc tga 



23 



<210> 107 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> S3mthesized 



<400> 107 

tgagagtcct caga^gtat cag 



23 



<210> 108 
<211> 23 
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<212> DNA 
<213> Artificial 

<220> 

<223> synthesized 
<400> 108 

cttgaagtca agagtcctgg tgt 



<210> 109 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 109 

tttctgttgg caagttgctg 



<210> 110 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> no 

ccctttaagc ccacttcctc 



<210> 111 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 111 

gatgagaaga tgaagagctt gga 



<210> 112 

<211> 23 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthesized 
<400> 112 

gaggaagctt tatttgggaa gag 23 



<210> 113 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 113 

acttccctct ctgcctttct g 21 



<210> 114 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 114 

cagattgttt tgggcttctc act 23 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 115 

gtctggtcag ctttgcttcc 20 



<210> 116 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 
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<223> synthesized 



<400> 116 

ggcaagttct gcacagatga 



20 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 117 

cagctcagtg caccatgaat 20 



<210> 118 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 118 

gtgggactga gatgcaggat 20 



<210> 119 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 119 

cacggactca tgaatgtagt gaa 23 



<210> 120 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
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<400> 120 

gtgtagtggc acgatcatag ctt 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> S3nithes i zed 

<400> 121 

gggaccaaac agaccaaaga 



<210> 122 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 122 

caccccacag agcctgtatt 



<210> 123 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 123 

cggaaaggca ctatttcaca at 



<210> 124 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<400> 124 

acaggcccac aggtttgtaa c 



21 

ffiiE# 2004-3085952 



mi 2004-048593 



<210> 125 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 125 

aagctcttca gctgcgtctc 



<210> 126 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 126 

cctcctcctt ttcagctgtg 



<210> 127 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 127 

tctggaaccc taaaagtgtc gt 



<210> 128 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 128 

tctttcaaca tctctccacc eta 
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<210> 129 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 
<400> 129 

agatacctgg agaacgggaa g 



<210> 130 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 

<400> 130 

ggaagtaaga agttgcagct cag 23 



<210> 131 

<211> 18 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 

<400> 131 

attaggtttc acccaaag 18 



<210> 132 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 132 

agacgagact tgttttctc 19 



<210> 133 
<211> 20 
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<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 133 

cagggacttg gtcacaggtt 20 



<210> 134 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 134 

ttcttctccc tccccttgat 



<210> 135 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 135 

gattacatcg ccctgaacga g 



<210> 136 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> S3nithesized 
<400> 136 

tccatcaacc tctcatagca aa 



<210> 137 
<211> 21 
<212> DNA 
<213> Artificial 
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<220> 

<223> S3nithesized 
<400> 137 

gtaagatccg cagacgtaag g 



21 



<210> 138 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 

<400> 138 

ctgaagtcag cctctgtaac etc 



23 



<210> 139 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> sjmthesized 

<400> 139 

actgacccca cttcttgtgg 



20 



<210> 140 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 

<400> 140 
acccttccct gttgctgtc 



19 



<210> 141 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 
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<223> synthes i zed 
<400> 141 

tcaaagtatt tagctgactc gcc 



<210> 142 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 142 

tagtcactcc aggtttatgg agg 



<210> 143 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 143 

gggaacttga attcgtatcc ate 



<210> 144 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 144 

ctgaatctca aacctggaga gtg 



<210> 145 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 
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<400> 145 

gatcatcttt cctgttccag ag 



<210> 146 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 146 

ctggaaggtt ctcaggtctt ta 



<210> 147 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 147 

gtacgaccag gctgagaagc 



<210> 148 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 148 

atcttcgggg ctatccaact 



<210> 149 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 149 

tcagccacga tgagatgttc 
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<210> 150 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 150 

tgtggatgac aagcagaagc 



<210> 151 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 151 

accttaggag ggcagttggt 



<210> 152 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 152 

aggggtcaca ccttgaacag 



<210> 153 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 153 

gcatcctacc accaactcgt 
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<210> 154 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 154 

gcagcatcac cagacttcaa 



<210> 155 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 155 

acaaacccga tatggctgag 



<210> 156 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 156 

gccaatgctt gtggaatgta 



<210> 157 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 157 

tcggaccata atccaagtta cc 



<210> 158 
<211> 23 
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<212> DNA 
<213> Artificial 

<220> 

<223> sjoithes i zed 

<400> 158 

taacccgaga atacaccatc aac 



<210> 159 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 159 

ttctcttgga gagaacctct gg 



<210> 160 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 160 

ggaaggtgaa ggtcggagt 



<210> 161 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> sjmthesized 

<400> 161 

tgggtggaat catattggaa 



<210> 162 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthes i zed 
<400> 162 

cctccaactg ctcctactcg 



<210> 163 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 163 

tcgaagcctc tgtgtccttt 



<210> 164 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 164 

gaagttgtgg agggacgtgt 



<210> 165 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 165 

gacttccagc agcttccatc 



<210> 166 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 
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<223> synthes i zed 

<400> 166 

catgtactga gcaggccaga 20 



<210> 167 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 167 

aagatcttgg cagcgtttgt 20 



<210> 168 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

<400> 168 

ttgtgattga ggacgagcag 20 



<210> 169 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> S3mthes i zed 

<400> 169 

aatggtttcc cgctctaggt 20 



<210> 170 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthes i zed 

miiE# 2004-3085952 
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<400> 170 

ctcctgagac caaggctgtc 20 



<210> 171 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 171 

tgaaggtctc ggacaaatcc 20 



<210> 172 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> sjnithesized 

<400> 172 

ggaacgcctg tcagttgatt 20 



<210> 173 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> sjmthesized 

<400> 173 

ctcaaagcaa gcattggtga 20 



<210> 174 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

20 
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<400> 174 

tctgttcgct caggtccttt 
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<210> 175 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 
<400> 175 

tggtgtggtc agcttcagag 20 



<210> 176 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 
<400> 176 

aaaaatggcc tgagttaagt gt 22 



<210> 177 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> synthes i zed 

<400> 177 

tcctcaattt ccctgtgttt g 21 



<210> 178 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> S3nithes i zed 

<400> 178 

tgcacactaa cagcatgacg 20 
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<210> 179 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 179 

gaatttcttt cctctgcctg a 



<210> 180 • • 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 180 

gggataaacc agacaagtag gc 



<210> 181 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 181 

ggacatgagc atggacatca 
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[1116] 




(11=12) (n=i2) 
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[119] 



60 



50 



40 



PI 



30 



20 



10 

7 

0 
-10 



p=0.0002 



0 




0 




0 




0 




0 
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